
Cyril Shah

Contact

Cyril Shah

1

https://forschung.kssg.ch/de/profiles/8621-cyril-shah/pdf
https://forschung.kssg.ch/de/profiles/8621-cyril-shah/pdf


 Publications (16)

Kusejko K, Salazar-Vizcaya L, Shah C, Stöckle M, Béguelin C, Schmid P, Ongaro M, Darling K, Bernasconi E, Rauch A,
Kouyos R, Günthard H, Böni J, Fehr J, Braun D, Swiss HIV Cohort Study. Sustained Effect on Hepatitis C Elimination
Among Men Who Have Sex With Men in the Swiss HIV Cohort Study: A Systematic Re-Screening for Hepatitis C RNA
Two Years Following a Nation-Wide Elimination Program. Clin Infect Dis 2022; 75:1723-1731.

Tamò R, Turk T, Böni J, Kouyos R, Schmutz S, Huber M, Shah C, Bischoff-Ferrari H, Distler O, Battegay E, Giovanoli P,
Guckenberger M, Kohler M, Müller R, Petry H, Ruschitzka F, McGeer A, Sax H, Weber R, Trkola A, Kuster S. Secondary
attack rates from asymptomatic and symptomatic influenza virus shedders in hospitals: Results from the TransFLUas
influenza transmission study. Infect Control Hosp Epidemiol 2021; 43:312-318.

Carlisle L, Günthard H, Bernasconi E, Vernazza P, Stoeckle M, Cavassini M, Nguyen A, Yerly S, Rauch A, Salazar-
Vizcaya L, Fehr J, Braun D, Huber M, Böni J, Shah C, Mbunkah H, Metzner K, Turk T, Kouyos R. HCV Genetic Diversity
Can Be Used to Infer Infection Recency and Time since Infection. Viruses 2020; 12

Braun D, Schmid P, Rougemont M, Delaloye J, Bernasconi E, Nicca D, Böni J, Rauch A, Kouyos R, Günthard H,
Béguelin C, Stöckle M, Hampel B, Ledergerber B, Grube C, Nguyen H, Künzler-Heule P, Shah C, Salazar-Vizcaya L,
Conen A, Flepp M, Fehr J. A treatment as prevention trial to eliminate hepatitis C among men who have sex with
men living with HIV in the Swiss HIV Cohort Study. Clin Infect Dis 2020

Braun D, Schmid P, Delaloye J, Rougemont M, Bernasconi E, Rauch A, Günthard H, Böni J, Fehr J, Nicca D, Künzler-
Heule P, Hampel B, Kouyos R, Nguyen H, Shah C, Flepp M, Stöckle M, Conen A, Béguelin C, Swiss HIV Cohort Study.
High Cure Rates With Grazoprevir-Elbasvir With or Without Ribavirin Guided by Genotypic Resistance Testing Among
Human Immunodeficiency Virus/Hepatitis C Virus-coinfected Men Who Have Sex With Men. Clin Infect Dis 2018

Yang W, Swiss HIV Cohort Study (SHCS), Günthard H, Ledergerber B, Held L, Vernazza P, Bernasconi E, Cavassini M,
Battegay M, Hirzel C, Aubert V, Klimkait T, Yerly S, Shah C, Böni J, Scherrer A, Kouyos R, Swiss HIV Cohort Study
SHCS. Assessing efficacy of different nucleos(t)ide backbones in NNRTI-containing regimens in the Swiss HIV Cohort
Study. J Antimicrob Chemother 2015

Yang W, Günthard H, Ledergerber B, Held L, Vernazza P, Bernasconi E, Cavassini M, Battegay M, Furrer H, Aubert V,
Klimkait T, Yerly S, Shah C, Böni J, Scherrer A, Kouyos R, Swiss HIV Cohort Study. Assessing the Paradox Between
Transmitted and Acquired HIV Type 1 Drug Resistance Mutations in the Swiss HIV Cohort Study From 1998 to 2012. J
Infect Dis 2015

Vetter B, Böni J, Shah C, Yerly S, Suter-Riniker F, Schottstedt V, Schmid P, Regenass S, Klimkait T, Dollenmaier G,
Ciardo D, Brandenberger M, Aubert V, Niederhauser C, Fransen K, Orlowski V, Schüpbach J. Generation of a
Recombinant Gag Virus-Like-Particle Panel for the Evaluation of p24 Antigen Detection by Diagnostic HIV Tests. PloS
one 2014; 9:e111552.

Kouyos R, Ledergerber B, Bernasconi E, Vernazza P, Battegay M, Cavassini M, Calmy A, Kovari H, Shah C, Aubert V,
Klimkait T, Yerly S, Böni J, Yang W, Braun D, Rauch A, Günthard H. Higher Risk of Incident Hepatitis C Virus
Coinfection Among Men Who Have Sex With Men, in Whom the HIV Genetic Bottleneck at Transmission Was Wide. J
Infect Dis 2014; 210:1555-61.

Kouyos R, Günthard H, Ledergerber B, Bernasconi E, Vernazza P, Battegay M, Cavassini M, Calmy A, Kovari H,
Klimkait T, Aubert V, Shah C, Yerly S, Böni J, Rauch A, Swiss HIV Cohort Study (SHCS). Clustering of HCV coinfections
on HIV phylogeny indicates domestic and sexual transmission of HCV. Int J Epidemiol 2014; 43:887-96.

2

https://forschung.kssg.ch/en/publications/12207-sustained-effect-on-hepatitis-c-elimination-among-men-who-have-sex-with-men-in-the-swiss-hiv-cohort-study-a-systematic-re-screening-for-hepatitis-c-rna-two-years-following-a-nation-wide-elimination-program
https://forschung.kssg.ch/en/publications/12207-sustained-effect-on-hepatitis-c-elimination-among-men-who-have-sex-with-men-in-the-swiss-hiv-cohort-study-a-systematic-re-screening-for-hepatitis-c-rna-two-years-following-a-nation-wide-elimination-program
https://forschung.kssg.ch/en/publications/12207-sustained-effect-on-hepatitis-c-elimination-among-men-who-have-sex-with-men-in-the-swiss-hiv-cohort-study-a-systematic-re-screening-for-hepatitis-c-rna-two-years-following-a-nation-wide-elimination-program
https://forschung.kssg.ch/en/publications/12207-sustained-effect-on-hepatitis-c-elimination-among-men-who-have-sex-with-men-in-the-swiss-hiv-cohort-study-a-systematic-re-screening-for-hepatitis-c-rna-two-years-following-a-nation-wide-elimination-program
https://forschung.kssg.ch/en/publications/12207-sustained-effect-on-hepatitis-c-elimination-among-men-who-have-sex-with-men-in-the-swiss-hiv-cohort-study-a-systematic-re-screening-for-hepatitis-c-rna-two-years-following-a-nation-wide-elimination-program
https://forschung.kssg.ch/en/publications/12207-sustained-effect-on-hepatitis-c-elimination-among-men-who-have-sex-with-men-in-the-swiss-hiv-cohort-study-a-systematic-re-screening-for-hepatitis-c-rna-two-years-following-a-nation-wide-elimination-program
https://forschung.kssg.ch/en/publications/12207-sustained-effect-on-hepatitis-c-elimination-among-men-who-have-sex-with-men-in-the-swiss-hiv-cohort-study-a-systematic-re-screening-for-hepatitis-c-rna-two-years-following-a-nation-wide-elimination-program
https://forschung.kssg.ch/en/publications/12207-sustained-effect-on-hepatitis-c-elimination-among-men-who-have-sex-with-men-in-the-swiss-hiv-cohort-study-a-systematic-re-screening-for-hepatitis-c-rna-two-years-following-a-nation-wide-elimination-program
https://forschung.kssg.ch/en/publications/12207-sustained-effect-on-hepatitis-c-elimination-among-men-who-have-sex-with-men-in-the-swiss-hiv-cohort-study-a-systematic-re-screening-for-hepatitis-c-rna-two-years-following-a-nation-wide-elimination-program
https://forschung.kssg.ch/en/publications/11761-secondary-attack-rates-from-asymptomatic-and-symptomatic-influenza-virus-shedders-in-hospitals-results-from-the-transfluas-influenza-transmission-study
https://forschung.kssg.ch/en/publications/11761-secondary-attack-rates-from-asymptomatic-and-symptomatic-influenza-virus-shedders-in-hospitals-results-from-the-transfluas-influenza-transmission-study
https://forschung.kssg.ch/en/publications/11761-secondary-attack-rates-from-asymptomatic-and-symptomatic-influenza-virus-shedders-in-hospitals-results-from-the-transfluas-influenza-transmission-study
https://forschung.kssg.ch/en/publications/11761-secondary-attack-rates-from-asymptomatic-and-symptomatic-influenza-virus-shedders-in-hospitals-results-from-the-transfluas-influenza-transmission-study
https://forschung.kssg.ch/en/publications/11761-secondary-attack-rates-from-asymptomatic-and-symptomatic-influenza-virus-shedders-in-hospitals-results-from-the-transfluas-influenza-transmission-study
https://forschung.kssg.ch/en/publications/11761-secondary-attack-rates-from-asymptomatic-and-symptomatic-influenza-virus-shedders-in-hospitals-results-from-the-transfluas-influenza-transmission-study
https://forschung.kssg.ch/en/publications/11761-secondary-attack-rates-from-asymptomatic-and-symptomatic-influenza-virus-shedders-in-hospitals-results-from-the-transfluas-influenza-transmission-study
https://forschung.kssg.ch/en/publications/11761-secondary-attack-rates-from-asymptomatic-and-symptomatic-influenza-virus-shedders-in-hospitals-results-from-the-transfluas-influenza-transmission-study
https://forschung.kssg.ch/en/publications/11761-secondary-attack-rates-from-asymptomatic-and-symptomatic-influenza-virus-shedders-in-hospitals-results-from-the-transfluas-influenza-transmission-study
https://forschung.kssg.ch/en/publications/9807-hcv-genetic-diversity-can-be-used-to-infer-infection-recency-and-time-since-infection
https://forschung.kssg.ch/en/publications/9807-hcv-genetic-diversity-can-be-used-to-infer-infection-recency-and-time-since-infection
https://forschung.kssg.ch/en/publications/9807-hcv-genetic-diversity-can-be-used-to-infer-infection-recency-and-time-since-infection
https://forschung.kssg.ch/en/publications/9807-hcv-genetic-diversity-can-be-used-to-infer-infection-recency-and-time-since-infection
https://forschung.kssg.ch/en/publications/9807-hcv-genetic-diversity-can-be-used-to-infer-infection-recency-and-time-since-infection
https://forschung.kssg.ch/en/publications/9807-hcv-genetic-diversity-can-be-used-to-infer-infection-recency-and-time-since-infection
https://forschung.kssg.ch/en/publications/9807-hcv-genetic-diversity-can-be-used-to-infer-infection-recency-and-time-since-infection
https://forschung.kssg.ch/en/publications/9807-hcv-genetic-diversity-can-be-used-to-infer-infection-recency-and-time-since-infection
https://forschung.kssg.ch/en/publications/9708-a-treatment-as-prevention-trial-to-eliminate-hepatitis-c-among-men-who-have-sex-with-men-living-with-hiv-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/9708-a-treatment-as-prevention-trial-to-eliminate-hepatitis-c-among-men-who-have-sex-with-men-living-with-hiv-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/9708-a-treatment-as-prevention-trial-to-eliminate-hepatitis-c-among-men-who-have-sex-with-men-living-with-hiv-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/9708-a-treatment-as-prevention-trial-to-eliminate-hepatitis-c-among-men-who-have-sex-with-men-living-with-hiv-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/9708-a-treatment-as-prevention-trial-to-eliminate-hepatitis-c-among-men-who-have-sex-with-men-living-with-hiv-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/9708-a-treatment-as-prevention-trial-to-eliminate-hepatitis-c-among-men-who-have-sex-with-men-living-with-hiv-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/9708-a-treatment-as-prevention-trial-to-eliminate-hepatitis-c-among-men-who-have-sex-with-men-living-with-hiv-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/9708-a-treatment-as-prevention-trial-to-eliminate-hepatitis-c-among-men-who-have-sex-with-men-living-with-hiv-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/9708-a-treatment-as-prevention-trial-to-eliminate-hepatitis-c-among-men-who-have-sex-with-men-living-with-hiv-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/8346-high-cure-rates-with-grazoprevir-elbasvir-with-or-without-ribavirin-guided-by-genotypic-resistance-testing-among-human-immunodeficiency-virushepatitis-c-virus-coinfected-men-who-have-sex-with-men
https://forschung.kssg.ch/en/publications/8346-high-cure-rates-with-grazoprevir-elbasvir-with-or-without-ribavirin-guided-by-genotypic-resistance-testing-among-human-immunodeficiency-virushepatitis-c-virus-coinfected-men-who-have-sex-with-men
https://forschung.kssg.ch/en/publications/8346-high-cure-rates-with-grazoprevir-elbasvir-with-or-without-ribavirin-guided-by-genotypic-resistance-testing-among-human-immunodeficiency-virushepatitis-c-virus-coinfected-men-who-have-sex-with-men
https://forschung.kssg.ch/en/publications/8346-high-cure-rates-with-grazoprevir-elbasvir-with-or-without-ribavirin-guided-by-genotypic-resistance-testing-among-human-immunodeficiency-virushepatitis-c-virus-coinfected-men-who-have-sex-with-men
https://forschung.kssg.ch/en/publications/8346-high-cure-rates-with-grazoprevir-elbasvir-with-or-without-ribavirin-guided-by-genotypic-resistance-testing-among-human-immunodeficiency-virushepatitis-c-virus-coinfected-men-who-have-sex-with-men
https://forschung.kssg.ch/en/publications/8346-high-cure-rates-with-grazoprevir-elbasvir-with-or-without-ribavirin-guided-by-genotypic-resistance-testing-among-human-immunodeficiency-virushepatitis-c-virus-coinfected-men-who-have-sex-with-men
https://forschung.kssg.ch/en/publications/8346-high-cure-rates-with-grazoprevir-elbasvir-with-or-without-ribavirin-guided-by-genotypic-resistance-testing-among-human-immunodeficiency-virushepatitis-c-virus-coinfected-men-who-have-sex-with-men
https://forschung.kssg.ch/en/publications/8346-high-cure-rates-with-grazoprevir-elbasvir-with-or-without-ribavirin-guided-by-genotypic-resistance-testing-among-human-immunodeficiency-virushepatitis-c-virus-coinfected-men-who-have-sex-with-men
https://forschung.kssg.ch/en/publications/8346-high-cure-rates-with-grazoprevir-elbasvir-with-or-without-ribavirin-guided-by-genotypic-resistance-testing-among-human-immunodeficiency-virushepatitis-c-virus-coinfected-men-who-have-sex-with-men
https://forschung.kssg.ch/en/publications/5897-assessing-efficacy-of-different-nucleostide-backbones-in-nnrti-containing-regimens-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/5897-assessing-efficacy-of-different-nucleostide-backbones-in-nnrti-containing-regimens-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/5897-assessing-efficacy-of-different-nucleostide-backbones-in-nnrti-containing-regimens-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/5897-assessing-efficacy-of-different-nucleostide-backbones-in-nnrti-containing-regimens-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/5897-assessing-efficacy-of-different-nucleostide-backbones-in-nnrti-containing-regimens-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/5897-assessing-efficacy-of-different-nucleostide-backbones-in-nnrti-containing-regimens-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/5897-assessing-efficacy-of-different-nucleostide-backbones-in-nnrti-containing-regimens-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/5897-assessing-efficacy-of-different-nucleostide-backbones-in-nnrti-containing-regimens-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/5897-assessing-efficacy-of-different-nucleostide-backbones-in-nnrti-containing-regimens-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/5660-assessing-the-paradox-between-transmitted-and-acquired-hiv-type-1-drug-resistance-mutations-in-the-swiss-hiv-cohort-study-from-1998-to-2012
https://forschung.kssg.ch/en/publications/5660-assessing-the-paradox-between-transmitted-and-acquired-hiv-type-1-drug-resistance-mutations-in-the-swiss-hiv-cohort-study-from-1998-to-2012
https://forschung.kssg.ch/en/publications/5660-assessing-the-paradox-between-transmitted-and-acquired-hiv-type-1-drug-resistance-mutations-in-the-swiss-hiv-cohort-study-from-1998-to-2012
https://forschung.kssg.ch/en/publications/5660-assessing-the-paradox-between-transmitted-and-acquired-hiv-type-1-drug-resistance-mutations-in-the-swiss-hiv-cohort-study-from-1998-to-2012
https://forschung.kssg.ch/en/publications/5660-assessing-the-paradox-between-transmitted-and-acquired-hiv-type-1-drug-resistance-mutations-in-the-swiss-hiv-cohort-study-from-1998-to-2012
https://forschung.kssg.ch/en/publications/5660-assessing-the-paradox-between-transmitted-and-acquired-hiv-type-1-drug-resistance-mutations-in-the-swiss-hiv-cohort-study-from-1998-to-2012
https://forschung.kssg.ch/en/publications/5660-assessing-the-paradox-between-transmitted-and-acquired-hiv-type-1-drug-resistance-mutations-in-the-swiss-hiv-cohort-study-from-1998-to-2012
https://forschung.kssg.ch/en/publications/5660-assessing-the-paradox-between-transmitted-and-acquired-hiv-type-1-drug-resistance-mutations-in-the-swiss-hiv-cohort-study-from-1998-to-2012
https://forschung.kssg.ch/en/publications/5660-assessing-the-paradox-between-transmitted-and-acquired-hiv-type-1-drug-resistance-mutations-in-the-swiss-hiv-cohort-study-from-1998-to-2012
https://forschung.kssg.ch/en/publications/5220-generation-of-a-recombinant-gag-virus-like-particle-panel-for-the-evaluation-of-p24-antigen-detection-by-diagnostic-hiv-tests
https://forschung.kssg.ch/en/publications/5220-generation-of-a-recombinant-gag-virus-like-particle-panel-for-the-evaluation-of-p24-antigen-detection-by-diagnostic-hiv-tests
https://forschung.kssg.ch/en/publications/5220-generation-of-a-recombinant-gag-virus-like-particle-panel-for-the-evaluation-of-p24-antigen-detection-by-diagnostic-hiv-tests
https://forschung.kssg.ch/en/publications/5220-generation-of-a-recombinant-gag-virus-like-particle-panel-for-the-evaluation-of-p24-antigen-detection-by-diagnostic-hiv-tests
https://forschung.kssg.ch/en/publications/5220-generation-of-a-recombinant-gag-virus-like-particle-panel-for-the-evaluation-of-p24-antigen-detection-by-diagnostic-hiv-tests
https://forschung.kssg.ch/en/publications/5220-generation-of-a-recombinant-gag-virus-like-particle-panel-for-the-evaluation-of-p24-antigen-detection-by-diagnostic-hiv-tests
https://forschung.kssg.ch/en/publications/5220-generation-of-a-recombinant-gag-virus-like-particle-panel-for-the-evaluation-of-p24-antigen-detection-by-diagnostic-hiv-tests
https://forschung.kssg.ch/en/publications/5220-generation-of-a-recombinant-gag-virus-like-particle-panel-for-the-evaluation-of-p24-antigen-detection-by-diagnostic-hiv-tests
https://forschung.kssg.ch/en/publications/5220-generation-of-a-recombinant-gag-virus-like-particle-panel-for-the-evaluation-of-p24-antigen-detection-by-diagnostic-hiv-tests
https://forschung.kssg.ch/en/publications/5256-higher-risk-of-incident-hepatitis-c-virus-coinfection-among-men-who-have-sex-with-men-in-whom-the-hiv-genetic-bottleneck-at-transmission-was-wide
https://forschung.kssg.ch/en/publications/5256-higher-risk-of-incident-hepatitis-c-virus-coinfection-among-men-who-have-sex-with-men-in-whom-the-hiv-genetic-bottleneck-at-transmission-was-wide
https://forschung.kssg.ch/en/publications/5256-higher-risk-of-incident-hepatitis-c-virus-coinfection-among-men-who-have-sex-with-men-in-whom-the-hiv-genetic-bottleneck-at-transmission-was-wide
https://forschung.kssg.ch/en/publications/5256-higher-risk-of-incident-hepatitis-c-virus-coinfection-among-men-who-have-sex-with-men-in-whom-the-hiv-genetic-bottleneck-at-transmission-was-wide
https://forschung.kssg.ch/en/publications/5256-higher-risk-of-incident-hepatitis-c-virus-coinfection-among-men-who-have-sex-with-men-in-whom-the-hiv-genetic-bottleneck-at-transmission-was-wide
https://forschung.kssg.ch/en/publications/5256-higher-risk-of-incident-hepatitis-c-virus-coinfection-among-men-who-have-sex-with-men-in-whom-the-hiv-genetic-bottleneck-at-transmission-was-wide
https://forschung.kssg.ch/en/publications/5256-higher-risk-of-incident-hepatitis-c-virus-coinfection-among-men-who-have-sex-with-men-in-whom-the-hiv-genetic-bottleneck-at-transmission-was-wide
https://forschung.kssg.ch/en/publications/5256-higher-risk-of-incident-hepatitis-c-virus-coinfection-among-men-who-have-sex-with-men-in-whom-the-hiv-genetic-bottleneck-at-transmission-was-wide
https://forschung.kssg.ch/en/publications/5256-higher-risk-of-incident-hepatitis-c-virus-coinfection-among-men-who-have-sex-with-men-in-whom-the-hiv-genetic-bottleneck-at-transmission-was-wide
https://forschung.kssg.ch/en/publications/4551-clustering-of-hcv-coinfections-on-hiv-phylogeny-indicates-domestic-and-sexual-transmission-of-hcv
https://forschung.kssg.ch/en/publications/4551-clustering-of-hcv-coinfections-on-hiv-phylogeny-indicates-domestic-and-sexual-transmission-of-hcv
https://forschung.kssg.ch/en/publications/4551-clustering-of-hcv-coinfections-on-hiv-phylogeny-indicates-domestic-and-sexual-transmission-of-hcv
https://forschung.kssg.ch/en/publications/4551-clustering-of-hcv-coinfections-on-hiv-phylogeny-indicates-domestic-and-sexual-transmission-of-hcv
https://forschung.kssg.ch/en/publications/4551-clustering-of-hcv-coinfections-on-hiv-phylogeny-indicates-domestic-and-sexual-transmission-of-hcv
https://forschung.kssg.ch/en/publications/4551-clustering-of-hcv-coinfections-on-hiv-phylogeny-indicates-domestic-and-sexual-transmission-of-hcv
https://forschung.kssg.ch/en/publications/4551-clustering-of-hcv-coinfections-on-hiv-phylogeny-indicates-domestic-and-sexual-transmission-of-hcv
https://forschung.kssg.ch/en/publications/4551-clustering-of-hcv-coinfections-on-hiv-phylogeny-indicates-domestic-and-sexual-transmission-of-hcv
https://forschung.kssg.ch/de/profiles/8621-cyril-shah/pdf
https://forschung.kssg.ch/de/profiles/8621-cyril-shah/pdf


Drescher S, Kouyos R, Günthard H, Ledergerber B, Vernazza P, Bernasconi E, Cavassini M, Ambrosioni J, Battegay M,
Furrer H, Taffé P, Klimkait T, Aubert V, Shah C, Yerly S, Böni J, Yang W, von Wyl V, Swiss HIV Cohort Study.
Treatment-naive individuals are the major source of transmitted HIV-1 drug resistance in men who have sex with
men in the Swiss HIV Cohort Study. Clin Infect Dis 2013; 58:285-94.

von Wyl V, Günthard H, Ledergerber B, Vernazza P, Hirschel B, Furrer H, Cavassini M, Bernasconi E, Battegay M,
Klimkait T, Cellerai C, Shah C, Böni J, Yerly S, Swiss HIV Cohort Study. Incidence of HIV-1 drug resistance among
antiretroviral treatment-naive individuals starting modern therapy combinations. Clin Infect Dis 2011; 54:131-40.

von Wyl V, Günthard H, Bonhoeffer S, Ledergerber B, Bernasconi E, Vernazza P, Battegay M, Staehelin C, Cavassini
M, Hirschel B, Weber R, Klimkait T, Bürgisser P, Shah C, Böni J, Yerly S, Kouyos R, Swiss HIV Cohort Study. The role of
migration and domestic transmission in the spread of HIV-1 non-B subtypes in Switzerland. J Infect Dis 2011;
204:1095-103.

Kouyos R, Cavassini M, Rauch A, Battegay M, Vernazza P, Bernasconi E, Ledergerber B, Bonhoeffer S, Günthard H,
Hirschel B, Weber R, Klimkait T, von Wyl V, Yerly S, Böni J, Rieder P, Joos B, Taffé P, Shah C, Bürgisser P, Swiss HIV
Cohort Study. Ambiguous nucleotide calls from population-based sequencing of HIV-1 are a marker for viral diversity
and the age of infection. Clin Infect Dis 2011; 52:532-9.

Alizon S, Bonhoeffer S, Günthard H, Telenti A, Bürgisser P, Battegay M, Bernasconi E, Vernazza P, Rauch A, Furrer H,
Klimkait T, Shah C, Böni J, Hirschel B, Yerly S, Kouyos R, Stadler T, von Wyl V, Swiss HIV Cohort Study. Phylogenetic
approach reveals that virus genotype largely determines HIV set-point viral load. PLoS Pathog 2010; 6

Kouyos R, Bonhoeffer S, Ledergerber B, Rickenbach M, Bernasconi E, Vernazza P, Battegay M, Furrer H, Cavassini M,
Hirschel B, Weber R, Klimkait T, Bürgisser P, Shah C, Taffé P, Böni J, Yerly S, von Wyl V, Günthard H. Molecular
epidemiology reveals long-term changes in HIV type 1 subtype B transmission in Switzerland. J Infect Dis 2010;
201:1488-97.

3

https://forschung.kssg.ch/en/publications/4895-treatment-naive-individuals-are-the-major-source-of-transmitted-hiv-1-drug-resistance-in-men-who-have-sex-with-men-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/4895-treatment-naive-individuals-are-the-major-source-of-transmitted-hiv-1-drug-resistance-in-men-who-have-sex-with-men-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/4895-treatment-naive-individuals-are-the-major-source-of-transmitted-hiv-1-drug-resistance-in-men-who-have-sex-with-men-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/4895-treatment-naive-individuals-are-the-major-source-of-transmitted-hiv-1-drug-resistance-in-men-who-have-sex-with-men-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/4895-treatment-naive-individuals-are-the-major-source-of-transmitted-hiv-1-drug-resistance-in-men-who-have-sex-with-men-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/4895-treatment-naive-individuals-are-the-major-source-of-transmitted-hiv-1-drug-resistance-in-men-who-have-sex-with-men-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/4895-treatment-naive-individuals-are-the-major-source-of-transmitted-hiv-1-drug-resistance-in-men-who-have-sex-with-men-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/4895-treatment-naive-individuals-are-the-major-source-of-transmitted-hiv-1-drug-resistance-in-men-who-have-sex-with-men-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/4895-treatment-naive-individuals-are-the-major-source-of-transmitted-hiv-1-drug-resistance-in-men-who-have-sex-with-men-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/3419-incidence-of-hiv-1-drug-resistance-among-antiretroviral-treatment-naive-individuals-starting-modern-therapy-combinations
https://forschung.kssg.ch/en/publications/3419-incidence-of-hiv-1-drug-resistance-among-antiretroviral-treatment-naive-individuals-starting-modern-therapy-combinations
https://forschung.kssg.ch/en/publications/3419-incidence-of-hiv-1-drug-resistance-among-antiretroviral-treatment-naive-individuals-starting-modern-therapy-combinations
https://forschung.kssg.ch/en/publications/3419-incidence-of-hiv-1-drug-resistance-among-antiretroviral-treatment-naive-individuals-starting-modern-therapy-combinations
https://forschung.kssg.ch/en/publications/3419-incidence-of-hiv-1-drug-resistance-among-antiretroviral-treatment-naive-individuals-starting-modern-therapy-combinations
https://forschung.kssg.ch/en/publications/3419-incidence-of-hiv-1-drug-resistance-among-antiretroviral-treatment-naive-individuals-starting-modern-therapy-combinations
https://forschung.kssg.ch/en/publications/3419-incidence-of-hiv-1-drug-resistance-among-antiretroviral-treatment-naive-individuals-starting-modern-therapy-combinations
https://forschung.kssg.ch/en/publications/3419-incidence-of-hiv-1-drug-resistance-among-antiretroviral-treatment-naive-individuals-starting-modern-therapy-combinations
https://forschung.kssg.ch/en/publications/3453-the-role-of-migration-and-domestic-transmission-in-the-spread-of-hiv-1-non-b-subtypes-in-switzerland
https://forschung.kssg.ch/en/publications/3453-the-role-of-migration-and-domestic-transmission-in-the-spread-of-hiv-1-non-b-subtypes-in-switzerland
https://forschung.kssg.ch/en/publications/3453-the-role-of-migration-and-domestic-transmission-in-the-spread-of-hiv-1-non-b-subtypes-in-switzerland
https://forschung.kssg.ch/en/publications/3453-the-role-of-migration-and-domestic-transmission-in-the-spread-of-hiv-1-non-b-subtypes-in-switzerland
https://forschung.kssg.ch/en/publications/3453-the-role-of-migration-and-domestic-transmission-in-the-spread-of-hiv-1-non-b-subtypes-in-switzerland
https://forschung.kssg.ch/en/publications/3453-the-role-of-migration-and-domestic-transmission-in-the-spread-of-hiv-1-non-b-subtypes-in-switzerland
https://forschung.kssg.ch/en/publications/3453-the-role-of-migration-and-domestic-transmission-in-the-spread-of-hiv-1-non-b-subtypes-in-switzerland
https://forschung.kssg.ch/en/publications/3453-the-role-of-migration-and-domestic-transmission-in-the-spread-of-hiv-1-non-b-subtypes-in-switzerland
https://forschung.kssg.ch/en/publications/3453-the-role-of-migration-and-domestic-transmission-in-the-spread-of-hiv-1-non-b-subtypes-in-switzerland
https://forschung.kssg.ch/en/publications/3160-ambiguous-nucleotide-calls-from-population-based-sequencing-of-hiv-1-are-a-marker-for-viral-diversity-and-the-age-of-infection
https://forschung.kssg.ch/en/publications/3160-ambiguous-nucleotide-calls-from-population-based-sequencing-of-hiv-1-are-a-marker-for-viral-diversity-and-the-age-of-infection
https://forschung.kssg.ch/en/publications/3160-ambiguous-nucleotide-calls-from-population-based-sequencing-of-hiv-1-are-a-marker-for-viral-diversity-and-the-age-of-infection
https://forschung.kssg.ch/en/publications/3160-ambiguous-nucleotide-calls-from-population-based-sequencing-of-hiv-1-are-a-marker-for-viral-diversity-and-the-age-of-infection
https://forschung.kssg.ch/en/publications/3160-ambiguous-nucleotide-calls-from-population-based-sequencing-of-hiv-1-are-a-marker-for-viral-diversity-and-the-age-of-infection
https://forschung.kssg.ch/en/publications/3160-ambiguous-nucleotide-calls-from-population-based-sequencing-of-hiv-1-are-a-marker-for-viral-diversity-and-the-age-of-infection
https://forschung.kssg.ch/en/publications/3160-ambiguous-nucleotide-calls-from-population-based-sequencing-of-hiv-1-are-a-marker-for-viral-diversity-and-the-age-of-infection
https://forschung.kssg.ch/en/publications/3160-ambiguous-nucleotide-calls-from-population-based-sequencing-of-hiv-1-are-a-marker-for-viral-diversity-and-the-age-of-infection
https://forschung.kssg.ch/en/publications/3160-ambiguous-nucleotide-calls-from-population-based-sequencing-of-hiv-1-are-a-marker-for-viral-diversity-and-the-age-of-infection
https://forschung.kssg.ch/en/publications/2936-phylogenetic-approach-reveals-that-virus-genotype-largely-determines-hiv-set-point-viral-load
https://forschung.kssg.ch/en/publications/2936-phylogenetic-approach-reveals-that-virus-genotype-largely-determines-hiv-set-point-viral-load
https://forschung.kssg.ch/en/publications/2936-phylogenetic-approach-reveals-that-virus-genotype-largely-determines-hiv-set-point-viral-load
https://forschung.kssg.ch/en/publications/2936-phylogenetic-approach-reveals-that-virus-genotype-largely-determines-hiv-set-point-viral-load
https://forschung.kssg.ch/en/publications/2936-phylogenetic-approach-reveals-that-virus-genotype-largely-determines-hiv-set-point-viral-load
https://forschung.kssg.ch/en/publications/2936-phylogenetic-approach-reveals-that-virus-genotype-largely-determines-hiv-set-point-viral-load
https://forschung.kssg.ch/en/publications/2936-phylogenetic-approach-reveals-that-virus-genotype-largely-determines-hiv-set-point-viral-load
https://forschung.kssg.ch/en/publications/2936-phylogenetic-approach-reveals-that-virus-genotype-largely-determines-hiv-set-point-viral-load
https://forschung.kssg.ch/en/publications/2821-molecular-epidemiology-reveals-long-term-changes-in-hiv-type-1-subtype-b-transmission-in-switzerland
https://forschung.kssg.ch/en/publications/2821-molecular-epidemiology-reveals-long-term-changes-in-hiv-type-1-subtype-b-transmission-in-switzerland
https://forschung.kssg.ch/en/publications/2821-molecular-epidemiology-reveals-long-term-changes-in-hiv-type-1-subtype-b-transmission-in-switzerland
https://forschung.kssg.ch/en/publications/2821-molecular-epidemiology-reveals-long-term-changes-in-hiv-type-1-subtype-b-transmission-in-switzerland
https://forschung.kssg.ch/en/publications/2821-molecular-epidemiology-reveals-long-term-changes-in-hiv-type-1-subtype-b-transmission-in-switzerland
https://forschung.kssg.ch/en/publications/2821-molecular-epidemiology-reveals-long-term-changes-in-hiv-type-1-subtype-b-transmission-in-switzerland
https://forschung.kssg.ch/en/publications/2821-molecular-epidemiology-reveals-long-term-changes-in-hiv-type-1-subtype-b-transmission-in-switzerland
https://forschung.kssg.ch/en/publications/2821-molecular-epidemiology-reveals-long-term-changes-in-hiv-type-1-subtype-b-transmission-in-switzerland
https://forschung.kssg.ch/en/publications/2821-molecular-epidemiology-reveals-long-term-changes-in-hiv-type-1-subtype-b-transmission-in-switzerland
https://forschung.kssg.ch/de/profiles/8621-cyril-shah/pdf
https://forschung.kssg.ch/de/profiles/8621-cyril-shah/pdf


 Projects (0)

No results found.

Kantonsspital St.Gallen Rorschacher Strasse 95 CH-9007 St.Gallen T: +41 71 494 11 11
 

support.forschung@kssg.ch
 

4

tel:+41714941111
tel:+41714941111
tel:+41714941111
mailto:support.forschung@kssg.ch
mailto:support.forschung@kssg.ch
mailto:support.forschung@kssg.ch
https://forschung.kssg.ch/de/profiles/8621-cyril-shah/pdf
https://forschung.kssg.ch/de/profiles/8621-cyril-shah/pdf

	Cyril Shah
	Contact

	Publications (16)
	Kusejko K, Salazar-Vizcaya L, Shah C, Stöckle M, Béguelin C, Schmid P, Ongaro M, Darling K, Bernasconi E, Rauch A, Kouyos R, Günthard H, Böni J, Fehr J, Braun D, Swiss HIV Cohort Study. Sustained Effect on Hepatitis C Elimination Among Men Who Have Sex With Men in the Swiss HIV Cohort Study: A Systematic Re-Screening for Hepatitis C RNA Two Years Following a Nation-Wide Elimination Program. Clin Infect Dis 2022; 75:1723-1731.
	Tamò R, Turk T, Böni J, Kouyos R, Schmutz S, Huber M, Shah C, Bischoff-Ferrari H, Distler O, Battegay E, Giovanoli P, Guckenberger M, Kohler M, Müller R, Petry H, Ruschitzka F, McGeer A, Sax H, Weber R, Trkola A, Kuster S. Secondary attack rates from asymptomatic and symptomatic influenza virus shedders in hospitals: Results from the TransFLUas influenza transmission study. Infect Control Hosp Epidemiol 2021; 43:312-318.
	Carlisle L, Günthard H, Bernasconi E, Vernazza P, Stoeckle M, Cavassini M, Nguyen A, Yerly S, Rauch A, Salazar-Vizcaya L, Fehr J, Braun D, Huber M, Böni J, Shah C, Mbunkah H, Metzner K, Turk T, Kouyos R. HCV Genetic Diversity Can Be Used to Infer Infection Recency and Time since Infection. Viruses 2020; 12
	Braun D, Schmid P, Rougemont M, Delaloye J, Bernasconi E, Nicca D, Böni J, Rauch A, Kouyos R, Günthard H, Béguelin C, Stöckle M, Hampel B, Ledergerber B, Grube C, Nguyen H, Künzler-Heule P, Shah C, Salazar-Vizcaya L, Conen A, Flepp M, Fehr J. A treatment as prevention trial to eliminate hepatitis C among men who have sex with men living with HIV in the Swiss HIV Cohort Study. Clin Infect Dis 2020
	Braun D, Schmid P, Delaloye J, Rougemont M, Bernasconi E, Rauch A, Günthard H, Böni J, Fehr J, Nicca D, Künzler-Heule P, Hampel B, Kouyos R, Nguyen H, Shah C, Flepp M, Stöckle M, Conen A, Béguelin C, Swiss HIV Cohort Study. High Cure Rates With Grazoprevir-Elbasvir With or Without Ribavirin Guided by Genotypic Resistance Testing Among Human Immunodeficiency Virus/Hepatitis C Virus-coinfected Men Who Have Sex With Men. Clin Infect Dis 2018
	Yang W, Swiss HIV Cohort Study (SHCS), Günthard H, Ledergerber B, Held L, Vernazza P, Bernasconi E, Cavassini M, Battegay M, Hirzel C, Aubert V, Klimkait T, Yerly S, Shah C, Böni J, Scherrer A, Kouyos R, Swiss HIV Cohort Study SHCS. Assessing efficacy of different nucleos(t)ide backbones in NNRTI-containing regimens in the Swiss HIV Cohort Study. J Antimicrob Chemother 2015
	Yang W, Günthard H, Ledergerber B, Held L, Vernazza P, Bernasconi E, Cavassini M, Battegay M, Furrer H, Aubert V, Klimkait T, Yerly S, Shah C, Böni J, Scherrer A, Kouyos R, Swiss HIV Cohort Study. Assessing the Paradox Between Transmitted and Acquired HIV Type 1 Drug Resistance Mutations in the Swiss HIV Cohort Study From 1998 to 2012. J Infect Dis 2015
	Vetter B, Böni J, Shah C, Yerly S, Suter-Riniker F, Schottstedt V, Schmid P, Regenass S, Klimkait T, Dollenmaier G, Ciardo D, Brandenberger M, Aubert V, Niederhauser C, Fransen K, Orlowski V, Schüpbach J. Generation of a Recombinant Gag Virus-Like-Particle Panel for the Evaluation of p24 Antigen Detection by Diagnostic HIV Tests. PloS one 2014; 9:e111552.
	Kouyos R, Ledergerber B, Bernasconi E, Vernazza P, Battegay M, Cavassini M, Calmy A, Kovari H, Shah C, Aubert V, Klimkait T, Yerly S, Böni J, Yang W, Braun D, Rauch A, Günthard H. Higher Risk of Incident Hepatitis C Virus Coinfection Among Men Who Have Sex With Men, in Whom the HIV Genetic Bottleneck at Transmission Was Wide. J Infect Dis 2014; 210:1555-61.
	Kouyos R, Günthard H, Ledergerber B, Bernasconi E, Vernazza P, Battegay M, Cavassini M, Calmy A, Kovari H, Klimkait T, Aubert V, Shah C, Yerly S, Böni J, Rauch A, Swiss HIV Cohort Study (SHCS). Clustering of HCV coinfections on HIV phylogeny indicates domestic and sexual transmission of HCV. Int J Epidemiol 2014; 43:887-96.
	Drescher S, Kouyos R, Günthard H, Ledergerber B, Vernazza P, Bernasconi E, Cavassini M, Ambrosioni J, Battegay M, Furrer H, Taffé P, Klimkait T, Aubert V, Shah C, Yerly S, Böni J, Yang W, von Wyl V, Swiss HIV Cohort Study. Treatment-naive individuals are the major source of transmitted HIV-1 drug resistance in men who have sex with men in the Swiss HIV Cohort Study. Clin Infect Dis 2013; 58:285-94.
	von Wyl V, Günthard H, Ledergerber B, Vernazza P, Hirschel B, Furrer H, Cavassini M, Bernasconi E, Battegay M, Klimkait T, Cellerai C, Shah C, Böni J, Yerly S, Swiss HIV Cohort Study. Incidence of HIV-1 drug resistance among antiretroviral treatment-naive individuals starting modern therapy combinations. Clin Infect Dis 2011; 54:131-40.
	von Wyl V, Günthard H, Bonhoeffer S, Ledergerber B, Bernasconi E, Vernazza P, Battegay M, Staehelin C, Cavassini M, Hirschel B, Weber R, Klimkait T, Bürgisser P, Shah C, Böni J, Yerly S, Kouyos R, Swiss HIV Cohort Study. The role of migration and domestic transmission in the spread of HIV-1 non-B subtypes in Switzerland. J Infect Dis 2011; 204:1095-103.
	Kouyos R, Cavassini M, Rauch A, Battegay M, Vernazza P, Bernasconi E, Ledergerber B, Bonhoeffer S, Günthard H, Hirschel B, Weber R, Klimkait T, von Wyl V, Yerly S, Böni J, Rieder P, Joos B, Taffé P, Shah C, Bürgisser P, Swiss HIV Cohort Study. Ambiguous nucleotide calls from population-based sequencing of HIV-1 are a marker for viral diversity and the age of infection. Clin Infect Dis 2011; 52:532-9.
	Alizon S, Bonhoeffer S, Günthard H, Telenti A, Bürgisser P, Battegay M, Bernasconi E, Vernazza P, Rauch A, Furrer H, Klimkait T, Shah C, Böni J, Hirschel B, Yerly S, Kouyos R, Stadler T, von Wyl V, Swiss HIV Cohort Study. Phylogenetic approach reveals that virus genotype largely determines HIV set-point viral load. PLoS Pathog 2010; 6
	Kouyos R, Bonhoeffer S, Ledergerber B, Rickenbach M, Bernasconi E, Vernazza P, Battegay M, Furrer H, Cavassini M, Hirschel B, Weber R, Klimkait T, Bürgisser P, Shah C, Taffé P, Böni J, Yerly S, von Wyl V, Günthard H. Molecular epidemiology reveals long-term changes in HIV type 1 subtype B transmission in Switzerland. J Infect Dis 2010; 201:1488-97.

	Projects (0)

