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B Projects (14)

Secretome analysis of the human airway epithelium following human respiratory virus infection
Fundamental Research - Jan 1, 2013 - Dec 31, 2013
Completed

Genetic modification of the human airway epthelium - a paradigmatic system to study host responses to human
respiratory viruses

Fundamental Research - Jul 1, 2012 - Dec 31, 2013

Completed

Genetic modification of the human airway epithelium - a paradigmatic system to study host responses to human
respiratory viruses

Fundamental Research - Jan 1, 2012 - Dec 31, 2012

Completed

Mechanisms of antibody-mediated protection against virus-induced inflammatory demyelination
Fundamental Research - Jul 1, 2011 - Jun 30, 2013

Completed

Impact of RNA modification on coronavirus-induced innate immune responses
Fundamental Research - Oct 1, 2010 - Sep 30, 2013
Completed

SARS: Okologie und Pathogenese einer archetypischen Zoonose - Identifizierung und Charakterisierung von
konservierten coronaviralen Pathogenitatsfaktoren

Fundamental Research - Jul 1, 2010 - Jun 30, 2013

Automatically Closed

Impact of immune regulation on virus-induced chronic CNS inflammation and demyelination
Fundamental Research - Aug 1, 2009 - Sep 30, 2009

Completed

Reverse genetic analysis of coronavirus replication
Fundamental Research - Jan 1, 2009 - Dec 31, 2009

Completed

TOLERAGE: Normalisation of immune reactivity in old age — from basic mechanisms to clinical application
Fundamental Research - Apr 1, 2008 - Sep 30, 2012
Completed
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Entwicklung einer Coronavirus basierten Multigenvakzine zum Schutz gegen Tumorerkrankungen
Fundamental Research - Jan 1, 2008 - Dec 31, 2009

Completed

Reverse genetic analysis of coronavirus replication
Fundamental Research - Oct 1, 2007 - Sep 30, 2010

Completed

AIDS-CoVAC: Generation of a coronavirus-based multigene AIDS vaccine and evaluation in a preclinical SIV model
Fundamental Research - Dec 1, 2006 - May 31, 2009

Completed

Coronavirus-based multigene HIV vaccine vectors
Fundamental Research - Jul 1, 2005 - Jun 30, 2007

Completed

Complementary research action to support SARS-related diagnostic tests, therapeutic interventions and vaccine
development - SARS-DTV

Fundamental Research - Oct 1, 2004 - Sep 30, 2007
Completed
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