
Marie Loh

Contact

Marie Loh

1

https://forschung.kssg.ch/de/profiles/23302-marie-loh/pdf
https://forschung.kssg.ch/de/profiles/23302-marie-loh/pdf


 Publications (2)

Bowden D, Snieder H, Smith J, Sitlani C, Sever P, Seshadri S, Scott W, Schreiner P, Schmidt C, Sandow K, Salako B,
Sabanayagam C, Rudan I, Rose L, Robinson J, Robino A, Ridker P, Starr J, Strauch K, Tang H, Boehnke M, Becker D,
Zonderman A, Yuan J, Yao J, Wojczynski M, Wilson G, Williams C, Wei W, Wang Y, Wang L, Waldenberger M,
Uitterlinden A, Tham Y, Teo Y, Taylor K, Rice T, Renström F, Raitakari O, Metspalu A, Meitinger T, Mahajan A, Mägi R,
Louie T, Long J, Lohman K, Loh M, Liu Y, Liu K, Liu J, Liu J, Liu C, Lin S, Lim S, Lifelines Cohort Study, Milani L,
Momozawa Y, Morris A, Polasek O, Peyser P, Peters A, Pedersen N, Pankow J, Palmer N, Palmas W, Padmanabhan S,
Ogunniyi A, North K, Norris J, Nasri U, Nalls M, Murray A, Munson P, Mosley T, Li Y, Chasman D, Hayward C, Fox E,
Kelly T, Mook-Kanamori D, Arnett D, Sims M, van Dam R, Psaty B, O'Connell J, Levy D, Kritchevsky S, Kardia S,
Gudnason V, Evans M, Cooper R, Bouchard C, Fornage M, Rotimi C, Province M, Rao D, Cupples L, Morrison A,
Munroe P, Rice K, Elliott P, Caulfield M, Gauderman W, Bierut L, Zhu X, Rotter J, Reiner A, Loos R, Wong T, Tai E, van
Duijn C, Laurie C, Kamatani Y, Zheng W, Kooner J, Kato N, Jonas J, Hung Y, Horta B, Gieger C, Gasparini P, Froguel P,
Freedman B, Franks P, Forrester T, Farrall M, Esko T, Deary I, de Faire U, Chen Y, Laakso M, Lehtimäki T, Liang K, Wu
T, Wickremasinghe A, Weir D, Watkins H, Wareham N, Wagenknecht L, van der Harst P, Shu X, Scott J, Samani N,
Rettig R, Redline S, Pereira A, Oldehinkel A, Newman A, Magnusson P, Chambers J, Lewis C, Yanek L, Leander K,
Kühnel B, Kasturiratne A, Kähönen M, Jackson A, Hsu F, Horimoto A, Hartwig F, Harris S, Goel A, Giulianini F, Gao C,
Gandin I, Divers J, Chen X, Chai J, Lee W, Lin K, 'an Luan J, Wen W, Weiss S, Ware E, Wang Y, Wang H, Varga T, van
der Most P, Takeuchi F, Stančáková A, Sheu W, Scott R, Schupf N, Rauramaa R, Nelson C, He M, McKenzie C, Boissel
M, Amini M, Alver M, Li C, Musani S, Marten J, Vojinovic D, Sim X, Cheng C, Lu Y, Franceschini N, Guo X, Ntalla I,
Schwander K, Kraja A, Brown M, Bentley A, de Las Fuentes L, Winkler T, Feitosa M, Kilpeläinen T, Richard M, Sofer T,
Matoba N, Zhou Y, Zhao W, Warren H, Tayo B, Tajuddin S, Smith A, Rankinen T, Manning A, Liu Y, Dorajoo R, Bartz T,
Aschard H, Aslibekyan S, Noordam R, Sung Y, Lehne B, Howard B, Hofman A, Hirata M, Heng C, Heikkinen S, He J,
Harris T, Hagenaars S, Gupta P, Gu D, Gu C, Graff M, Gigante B, GIANT Consortium, Gao H, Friedlander Y, Hunt S,
Irvin M, Jia Y, Launer L, Langenberg C, Langefeld C, Kuusisto J, Kubo M, Krieger J, Kooperberg C, Komulainen P,
Koistinen H, Koh W, Khor C, Kerrison N, Kaufman J, Katsuya T, Justice A, Joehanes R, Franco O, Forouhi N, Fisher V,
Caizheng Y, Cade B, Cabrera C, Broeckel U, Brody J, Braund P, Bottinger E, Boerwinkle E, Bielak L, Barr R, Aung T,
Arking D, Amin N, Alfred T, Afaq S, Zhao J, Campbell A, Canouil M, Chakravarti A, Faul J, Evangelou E, Ehret G, Eaton
C, Duan Q, Dörr M, Debette S, de Silva H, de Mutsert R, Connell J, Collins F, COGENT-Kidney Consortium, Cocca M,
Christensen K, Chauhan G, CHARGE Neurology Working Group, Zhang W. A Large-Scale Multi-ancestry Genome-
wide Study Accounting for Smoking Behavior Identifies Multiple Significant Loci for Blood Pressure. Am J Hum Genet
2018; 102:375-400.

2

https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/en/publications/8562-a-large-scale-multi-ancestry-genome-wide-study-accounting-for-smoking-behavior-identifies-multiple-significant-loci-for-blood-pressure
https://forschung.kssg.ch/de/profiles/23302-marie-loh/pdf
https://forschung.kssg.ch/de/profiles/23302-marie-loh/pdf


Zhao W, Stott D, Staessen J, Snieder H, Slagboom P, Silbernagel G, Siemelink M, Sennblad B, Scott R, Schurmann C,
Scholtens S, Schlessinger D, Savonen K, Sattar N, Sarzynski M, Sanna S, Rudan I, Bien S, Swertz M, Swift A, Taylor K,
Wright A, Wong A, Wolffenbuttel B, Willemsen G, Wild S, Westendorp R, Waldenberger M, Waeber G, Vonk J, Völzke
H, Vohl M, Vandenput L, Uitterlinden A, Tuomilehto J, Thuillier D, Thorand B, Tayo B, Rose L, Ridker P, Rice T,
McKenzie C, Martin N, Marques-Vidal P, Männikkö R, Madden P, Lupoli S, Ludolph-Donislawski A, Lubke G, Luben R,
Lorentzon M, Loh M, Lobbens S, Linneberg A, Lindgren C, Lind L, Lee N, Leander K, McKnight B, Mellström D, Menni
C, Rawal R, Rasmussen-Torvik L, Rao D, Rankinen T, Raitakari O, Porteous D, Pisinger C, Peyser P, Padmanabhan S,
Ong K, Olden M, Oldehinkel A, Nolte I, Nauck M, Narisu N, Musk A, Montgomery G, Launer L, Cupples L, Whitfield J,
Weir D, Wareham N, Vollenweider P, Vestergaard H, van der Harst P, Tremoli E, Tiemeier H, Strauch K, Sørensen T,
Smith B, Rauramaa R, Qi L, Psaty B, Polasek O, Peters U, Peters A, Wilson J, Tyrrell J, Frayling T, North K, Borecki I,
Liu C, Kilpeläinen T, Loos R, Marchini J, Mohlke K, Heid I, van Duijn C, Strachan D, Spector T, Hunter D, Hirschhorn J,
Fox C, Deloukas P, Boehnke M, Barroso I, Pedersen O, Pasterkamp G, Palmer L, Froguel P, Franks P, Ferrucci L, Faire
U, Cusi D, Cucca F, Cooper R, Chines P, Chen Y, Chasman D, Bruinenberg M, Bouchard C, Boomsma D, Böger C,
Bandinelli S, Balkau B, Baldassarre D, Gordon-Larsen P, Grabe H, Gudnason V, Ohlsson C, Morris A, Metspalu A,
McCarthy M, März W, Marchand L, Lehtimäki T, Laakso M, Kuh D, Kooner J, Kivimäki M, Kardia S, Wouter Jukema J,
Johnson A, Hveem K, Hayward C, Haiman C, Zillikens M, Langenberg C, Zhang W, Pérusse L, Navarro P, Müller-
Nurasyid M, Middelberg R, Marten J, Manichaikul A, Mangino M, Lyytikäinen L, Luan J, Lim U, Kumari M, Komulainen
P, Kleber M, Kinnunen L, Kanoni S, Justesen J, Jackson A, Pervjakova N, Sarti C, Smith A, Yengo L, Wu Y, Vitart V,
Vink J, Verweij N, Vedantam S, van Vliet-Ostaptchouk J, van der Most P, van der Laan S, Trompet S, Teumer A, Tanaka
T, Sung Y, Stringham H, Strawbridge R, Stančáková A, Smith J, Huffman J, Huang T, Horikoshi M, Kutalik Z, Eicher J,
Perez J, Lim E, Heard-Costa N, Chu A, Ahluwalia T, Ngwa J, Hadley D, Czajkowski J, Deng X, Barata L, Young K, Fisher
V, Graff M, Feitosa M, Winkler T, Xue L, Mahajan A, Renström F, Neergaard Harder M, Gorski M, Fischer K, Eriksson J,
Direk N, Corre T, Coggeshall S, Chittani M, Cadby G, Bragg J, Bonnefond A, Bielak L, Amin N, Alfred T, Ahmad S, Qi Q,
Wu J, Justice A, Lakka T, Homuth G, Holmen O, Hollensted M, Hocking L, Hindorff L, Hernandez D, Heath A, Hastie N,
Hassinen M, Hartman C, Harris T, Hansen T, Hamsten A, Hallmans G, Haitjema S, Grarup N, Grammer T, Jan Hottenga
J, Huang J, Hung J, Kvaløy K, Kuusisto J, Krämer B, Kooperberg C, Kolovou G, Kolcic I, Koistinen H, Karlsson M,
Kähönen M, Juonala M, Jørgensen M, Jhun M, Jarvelin M, Jansson J, James A, Ingelsson E, Hutri-Kähönen N, Grallert
H, Gong J, Glorioso N, Braga D, Bottinger E, Bonnycastle L, Boerwinkle E, Blangero J, Biffar R, Bergmann S, Bergman
R, Beilby J, Bartz T, Bakker S, Afzal U, Afaq S, Adair L, Abecasis G, Zubair N, Zimmermann M, Buckley B, Buyske S,
Campbell H, Gigante B, Gertow K, Forrester T, Ford I, Faul J, Esko T, Eriksson A, Eiriksdottir G, den Ruijter H,
Delgado G, Dedoussis G, de Geus E, de Craen A, de Borst G, Curran J, Collins F, Chambers J, Hua Zhao J. Genome-
wide meta-analysis of 241,258 adults accounting for smoking behaviour identifies novel loci for obesity traits. Nat
Commun 2017; 8:14977.

3

https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/en/publications/7727-genome-wide-meta-analysis-of-241258-adults-accounting-for-smoking-behaviour-identifies-novel-loci-for-obesity-traits
https://forschung.kssg.ch/de/profiles/23302-marie-loh/pdf
https://forschung.kssg.ch/de/profiles/23302-marie-loh/pdf


 Projects (0)

No results found.

Kantonsspital St.Gallen Rorschacher Strasse 95 CH-9007 St.Gallen T: +41 71 494 11 11
 

support.forschung@kssg.ch
 

4

tel:+41714941111
tel:+41714941111
tel:+41714941111
mailto:support.forschung@kssg.ch
mailto:support.forschung@kssg.ch
mailto:support.forschung@kssg.ch
https://forschung.kssg.ch/de/profiles/23302-marie-loh/pdf
https://forschung.kssg.ch/de/profiles/23302-marie-loh/pdf

	Marie Loh
	Contact

	Publications (2)
	Bowden D, Snieder H, Smith J, Sitlani C, Sever P, Seshadri S, Scott W, Schreiner P, Schmidt C, Sandow K, Salako B, Sabanayagam C, Rudan I, Rose L, Robinson J, Robino A, Ridker P, Starr J, Strauch K, Tang H, Boehnke M, Becker D, Zonderman A, Yuan J, Yao J, Wojczynski M, Wilson G, Williams C, Wei W, Wang Y, Wang L, Waldenberger M, Uitterlinden A, Tham Y, Teo Y, Taylor K, Rice T, Renström F, Raitakari O, Metspalu A, Meitinger T, Mahajan A, Mägi R, Louie T, Long J, Lohman K, Loh M, Liu Y, Liu K, Liu J, Liu J, Liu C, Lin S, Lim S, Lifelines Cohort Study, Milani L, Momozawa Y, Morris A, Polasek O, Peyser P, Peters A, Pedersen N, Pankow J, Palmer N, Palmas W, Padmanabhan S, Ogunniyi A, North K, Norris J, Nasri U, Nalls M, Murray A, Munson P, Mosley T, Li Y, Chasman D, Hayward C, Fox E, Kelly T, Mook-Kanamori D, Arnett D, Sims M, van Dam R, Psaty B, O'Connell J, Levy D, Kritchevsky S, Kardia S, Gudnason V, Evans M, Cooper R, Bouchard C, Fornage M, Rotimi C, Province M, Rao D, Cupples L, Morrison A, Munroe P, Rice K, Elliott P, Caulfield M, Gauderman W, Bierut L, Zhu X, Rotter J, Reiner A, Loos R, Wong T, Tai E, van Duijn C, Laurie C, Kamatani Y, Zheng W, Kooner J, Kato N, Jonas J, Hung Y, Horta B, Gieger C, Gasparini P, Froguel P, Freedman B, Franks P, Forrester T, Farrall M, Esko T, Deary I, de Faire U, Chen Y, Laakso M, Lehtimäki T, Liang K, Wu T, Wickremasinghe A, Weir D, Watkins H, Wareham N, Wagenknecht L, van der Harst P, Shu X, Scott J, Samani N, Rettig R, Redline S, Pereira A, Oldehinkel A, Newman A, Magnusson P, Chambers J, Lewis C, Yanek L, Leander K, Kühnel B, Kasturiratne A, Kähönen M, Jackson A, Hsu F, Horimoto A, Hartwig F, Harris S, Goel A, Giulianini F, Gao C, Gandin I, Divers J, Chen X, Chai J, Lee W, Lin K, 'an Luan J, Wen W, Weiss S, Ware E, Wang Y, Wang H, Varga T, van der Most P, Takeuchi F, Stančáková A, Sheu W, Scott R, Schupf N, Rauramaa R, Nelson C, He M, McKenzie C, Boissel M, Amini M, Alver M, Li C, Musani S, Marten J, Vojinovic D, Sim X, Cheng C, Lu Y, Franceschini N, Guo X, Ntalla I, Schwander K, Kraja A, Brown M, Bentley A, de Las Fuentes L, Winkler T, Feitosa M, Kilpeläinen T, Richard M, Sofer T, Matoba N, Zhou Y, Zhao W, Warren H, Tayo B, Tajuddin S, Smith A, Rankinen T, Manning A, Liu Y, Dorajoo R, Bartz T, Aschard H, Aslibekyan S, Noordam R, Sung Y, Lehne B, Howard B, Hofman A, Hirata M, Heng C, Heikkinen S, He J, Harris T, Hagenaars S, Gupta P, Gu D, Gu C, Graff M, Gigante B, GIANT Consortium, Gao H, Friedlander Y, Hunt S, Irvin M, Jia Y, Launer L, Langenberg C, Langefeld C, Kuusisto J, Kubo M, Krieger J, Kooperberg C, Komulainen P, Koistinen H, Koh W, Khor C, Kerrison N, Kaufman J, Katsuya T, Justice A, Joehanes R, Franco O, Forouhi N, Fisher V, Caizheng Y, Cade B, Cabrera C, Broeckel U, Brody J, Braund P, Bottinger E, Boerwinkle E, Bielak L, Barr R, Aung T, Arking D, Amin N, Alfred T, Afaq S, Zhao J, Campbell A, Canouil M, Chakravarti A, Faul J, Evangelou E, Ehret G, Eaton C, Duan Q, Dörr M, Debette S, de Silva H, de Mutsert R, Connell J, Collins F, COGENT-Kidney Consortium, Cocca M, Christensen K, Chauhan G, CHARGE Neurology Working Group, Zhang W. A Large-Scale Multi-ancestry Genome-wide Study Accounting for Smoking Behavior Identifies Multiple Significant Loci for Blood Pressure. Am J Hum Genet 2018; 102:375-400.
	Zhao W, Stott D, Staessen J, Snieder H, Slagboom P, Silbernagel G, Siemelink M, Sennblad B, Scott R, Schurmann C, Scholtens S, Schlessinger D, Savonen K, Sattar N, Sarzynski M, Sanna S, Rudan I, Bien S, Swertz M, Swift A, Taylor K, Wright A, Wong A, Wolffenbuttel B, Willemsen G, Wild S, Westendorp R, Waldenberger M, Waeber G, Vonk J, Völzke H, Vohl M, Vandenput L, Uitterlinden A, Tuomilehto J, Thuillier D, Thorand B, Tayo B, Rose L, Ridker P, Rice T, McKenzie C, Martin N, Marques-Vidal P, Männikkö R, Madden P, Lupoli S, Ludolph-Donislawski A, Lubke G, Luben R, Lorentzon M, Loh M, Lobbens S, Linneberg A, Lindgren C, Lind L, Lee N, Leander K, McKnight B, Mellström D, Menni C, Rawal R, Rasmussen-Torvik L, Rao D, Rankinen T, Raitakari O, Porteous D, Pisinger C, Peyser P, Padmanabhan S, Ong K, Olden M, Oldehinkel A, Nolte I, Nauck M, Narisu N, Musk A, Montgomery G, Launer L, Cupples L, Whitfield J, Weir D, Wareham N, Vollenweider P, Vestergaard H, van der Harst P, Tremoli E, Tiemeier H, Strauch K, Sørensen T, Smith B, Rauramaa R, Qi L, Psaty B, Polasek O, Peters U, Peters A, Wilson J, Tyrrell J, Frayling T, North K, Borecki I, Liu C, Kilpeläinen T, Loos R, Marchini J, Mohlke K, Heid I, van Duijn C, Strachan D, Spector T, Hunter D, Hirschhorn J, Fox C, Deloukas P, Boehnke M, Barroso I, Pedersen O, Pasterkamp G, Palmer L, Froguel P, Franks P, Ferrucci L, Faire U, Cusi D, Cucca F, Cooper R, Chines P, Chen Y, Chasman D, Bruinenberg M, Bouchard C, Boomsma D, Böger C, Bandinelli S, Balkau B, Baldassarre D, Gordon-Larsen P, Grabe H, Gudnason V, Ohlsson C, Morris A, Metspalu A, McCarthy M, März W, Marchand L, Lehtimäki T, Laakso M, Kuh D, Kooner J, Kivimäki M, Kardia S, Wouter Jukema J, Johnson A, Hveem K, Hayward C, Haiman C, Zillikens M, Langenberg C, Zhang W, Pérusse L, Navarro P, Müller-Nurasyid M, Middelberg R, Marten J, Manichaikul A, Mangino M, Lyytikäinen L, Luan J, Lim U, Kumari M, Komulainen P, Kleber M, Kinnunen L, Kanoni S, Justesen J, Jackson A, Pervjakova N, Sarti C, Smith A, Yengo L, Wu Y, Vitart V, Vink J, Verweij N, Vedantam S, van Vliet-Ostaptchouk J, van der Most P, van der Laan S, Trompet S, Teumer A, Tanaka T, Sung Y, Stringham H, Strawbridge R, Stančáková A, Smith J, Huffman J, Huang T, Horikoshi M, Kutalik Z, Eicher J, Perez J, Lim E, Heard-Costa N, Chu A, Ahluwalia T, Ngwa J, Hadley D, Czajkowski J, Deng X, Barata L, Young K, Fisher V, Graff M, Feitosa M, Winkler T, Xue L, Mahajan A, Renström F, Neergaard Harder M, Gorski M, Fischer K, Eriksson J, Direk N, Corre T, Coggeshall S, Chittani M, Cadby G, Bragg J, Bonnefond A, Bielak L, Amin N, Alfred T, Ahmad S, Qi Q, Wu J, Justice A, Lakka T, Homuth G, Holmen O, Hollensted M, Hocking L, Hindorff L, Hernandez D, Heath A, Hastie N, Hassinen M, Hartman C, Harris T, Hansen T, Hamsten A, Hallmans G, Haitjema S, Grarup N, Grammer T, Jan Hottenga J, Huang J, Hung J, Kvaløy K, Kuusisto J, Krämer B, Kooperberg C, Kolovou G, Kolcic I, Koistinen H, Karlsson M, Kähönen M, Juonala M, Jørgensen M, Jhun M, Jarvelin M, Jansson J, James A, Ingelsson E, Hutri-Kähönen N, Grallert H, Gong J, Glorioso N, Braga D, Bottinger E, Bonnycastle L, Boerwinkle E, Blangero J, Biffar R, Bergmann S, Bergman R, Beilby J, Bartz T, Bakker S, Afzal U, Afaq S, Adair L, Abecasis G, Zubair N, Zimmermann M, Buckley B, Buyske S, Campbell H, Gigante B, Gertow K, Forrester T, Ford I, Faul J, Esko T, Eriksson A, Eiriksdottir G, den Ruijter H, Delgado G, Dedoussis G, de Geus E, de Craen A, de Borst G, Curran J, Collins F, Chambers J, Hua Zhao J. Genome-wide meta-analysis of 241,258 adults accounting for smoking behaviour identifies novel loci for obesity traits. Nat Commun 2017; 8:14977.

	Projects (0)

