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B Projects (4)

Secretome analysis of the human airway epithelium following human respiratory virus infection
Fundamental Research - Jan 1, 2013 - Dec 31, 2013
Completed

Genetic modification of the human airway epthelium - a paradigmatic system to study host responses to human
respiratory viruses

Fundamental Research - Jul 1, 2012 - Dec 31, 2013
Completed

Genetic modification of the human airway epithelium - a paradigmatic system to study host responses to human
respiratory viruses

Fundamental Research - Jan 1, 2012 - Dec 31, 2012

Completed

Impact of RNA modification on coronavirus-induced innate immune responses
Fundamental Research - Oct 1, 2010 - Sep 30, 2013

Completed
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