Kantonsspital
St.Gallen

Jacques Fellay

Contact

Jacques Fellay


https://forschung.kssg.ch/de/profiles/1364-jacques-fellay/pdf
https://forschung.kssg.ch/de/profiles/1364-jacques-fellay/pdf

& Publications (32)

Saadat A, Gouttenoire J, Ripellino P, Semela D, Amar S, Frey B, Fontana S, Mdawar-Bailly E, Moradpour D, Fellay J,
Fraga M, HEV Human Genetics Collaborators. Inborn errors of type | interferon immunity in patients with
symptomatic acute hepatitis E. Hepatology 2023

Schwenke J, Thorball C, Schoepf I, Ryom L, Hasse B, Lamy O, Calmy A, Wandeler G, Marzolini C, Kahlert C,
Bernasconi E, Kouyos R, Giinthard H, Ledergerber B, Fellay J, Burkhalter F, Tarr P, Swiss HIV Cohort Study S.
Association of a Polygenic Risk Score With Osteoporosis in People Living With HIV: The Swiss HIV Cohort Study. J
Infect Dis 2023; 228:742-750.

Nadeau S, Thorball C, Kouyos R, Giinthard H, Béni J, Yerly S, Perreau M, Klimkait T, Rauch A, Hirsch H, Cavassini M,
Vernazza P, Bernasconi E, Fellay J, Mitov V, Stadler T. A Phylogeny-aware GWAS Framework to Correct for Heritable
Pathogen Effects on Infectious Disease Traits. Mol Biol Evol 2022; 39

Bick A, Popadin K, Thorball C, Uddin M, Zanni M, Yu B, Cavassini M, Rauch A, Tarr P, Schmid P, Bernasconi E,
Giinthard H, Libby P, Boerwinkle E, McLaren P, Ballantyne C, Grinspoon S, Natarajan P, Fellay J, Swiss HIV Cohort
Study. Author Correction: Increased prevalence of clonal hematopoiesis of indeterminate potential amongst people
living with HIV. Sci Rep 2022; 12:11638.

Nguyen H, Hampel B, Nuiiez D, Battegay M, Hachfeld A, Bernasconi E, Calmy A, Cavassini M, Vernazza P, Fellay J,
Rudolph H, Huber M, Leuzinger K, Perreau M, Scherrer A, Ramette A, Yerly S, Giinthard H, Kouyos R, Kusejko K.
Correction to: Identifying and Characterizing Trans Women in the Swiss HIV Cohort Study as an Epidemiologically
Distinct Risk Group. Clin Infect Dis 2022; 74:2266.

Schoepf |, Bernasconi E, Cavassini M, Buvelot H, Arribas J, Kouyos R, Fellay J, Giinthard H, Tarr P, Seneghini M,
Marzolini C, Thurnheer C, Thorball C, Ledergerber B, Kootstra N, Reiss P, Raffenberg M, Engel T, Braun D, Hasse B,
Swiss HIV Cohort Study. Telomere Length Declines In Persons Living With HIV Before Antiretroviral Therapy Start But
Not After Viral Suppression: A Longitudinal Study Over >17 Years. J Infect Dis 2021

Scherrer A, Wandeler G, Fellay J, Bucher H, Yerly S, Suter F, Hirsch H, Huber M, Dollenmaier G, Perreau M, Martinetti
G, Rauch A, Giinthard H, Marzolini C, Tarr P, Traytel A, Braun D, Calmy A, Battegay M, Cavassini M, Furrer H, Schmid
P, Bernasconi E, Stoeckle M, Kahlert C, Trkola A, Kouyos R, Swiss HIV Cohort Study (SHCS). Cohort Profile Update:
The Swiss HIV Cohort Study (SHCS). Int J Epidemiol 2021

Nguyen H, Leuzinger K, Perreau M, Scherrer A, Ramette A, Yerly S, Giinthard H, Kouyos R, Kusejko K, Huber M,
Rudolph H, Fellay J, Hampel B, Nuiiez D, Battegay M, Hachfeld A, Bernasconi E, Calmy A, Cavassini M, Vernazza P,
Swiss HIV Cohort Study. Identifying and Characterizing Trans women in the Swiss HIV Cohort Study as an
Epidemiologically Distinct Risk Group. Clin Infect Dis 2021

Nguyen H, Kouyos R, Giinthard H, Bernasconi E, Kahlert C, Cavassini M, Battegay M, Thurnheer M, Kusejko K, Hirsch
H, Perreau M, Yerly S, Boni J, Fellay J, Thorball C, Swiss HIV Cohort Study. Systematic screening of viral and human
genetic variation identifies antiretroviral resistance and immune escape link. Elife 2021; 10

Riieger S, Fellay J, Zdobnov E, Breuer J, Morfopoulou S, Depledge D, Rauch A, Kahlert C, Giinthard H, Cavassini M,
Bernasconi E, Khanna N, Naret O, Lawless D, McLaren P, Loetscher A, Hammer C, Swiss HIV Cohort Study. Author
Correction: The influence of human genetic variation on Epstein-Barr virus sequence diversity. Sci Rep 2021;
11:8946.

Riieger S, Fellay J, Zdobnov E, Breuer J, Morfopoulou S, Depledge D, Rauch A, Kahlert C, Giinthard H, Cavassini M,
Bernasconi E, Khanna N, Naret O, Lawless D, McLaren P, Loetscher A, Hammer C, Swiss HIV Cohort Study. The
influence of human genetic variation on Epstein-Barr virus sequence diversity. Sci Rep 2021; 11:4586.


https://forschung.kssg.ch/en/publications/12972-inborn-errors-of-type-i-interferon-immunity-in-patients-with-symptomatic-acute-hepatitis-e
https://forschung.kssg.ch/en/publications/12972-inborn-errors-of-type-i-interferon-immunity-in-patients-with-symptomatic-acute-hepatitis-e
https://forschung.kssg.ch/en/publications/12972-inborn-errors-of-type-i-interferon-immunity-in-patients-with-symptomatic-acute-hepatitis-e
https://forschung.kssg.ch/en/publications/12972-inborn-errors-of-type-i-interferon-immunity-in-patients-with-symptomatic-acute-hepatitis-e
https://forschung.kssg.ch/en/publications/12972-inborn-errors-of-type-i-interferon-immunity-in-patients-with-symptomatic-acute-hepatitis-e
https://forschung.kssg.ch/en/publications/12972-inborn-errors-of-type-i-interferon-immunity-in-patients-with-symptomatic-acute-hepatitis-e
https://forschung.kssg.ch/en/publications/12972-inborn-errors-of-type-i-interferon-immunity-in-patients-with-symptomatic-acute-hepatitis-e
https://forschung.kssg.ch/en/publications/12972-inborn-errors-of-type-i-interferon-immunity-in-patients-with-symptomatic-acute-hepatitis-e
https://forschung.kssg.ch/en/publications/13004-association-of-a-polygenic-risk-score-with-osteoporosis-in-people-living-with-hiv-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/13004-association-of-a-polygenic-risk-score-with-osteoporosis-in-people-living-with-hiv-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/13004-association-of-a-polygenic-risk-score-with-osteoporosis-in-people-living-with-hiv-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/13004-association-of-a-polygenic-risk-score-with-osteoporosis-in-people-living-with-hiv-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/13004-association-of-a-polygenic-risk-score-with-osteoporosis-in-people-living-with-hiv-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/13004-association-of-a-polygenic-risk-score-with-osteoporosis-in-people-living-with-hiv-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/13004-association-of-a-polygenic-risk-score-with-osteoporosis-in-people-living-with-hiv-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/13004-association-of-a-polygenic-risk-score-with-osteoporosis-in-people-living-with-hiv-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/13004-association-of-a-polygenic-risk-score-with-osteoporosis-in-people-living-with-hiv-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/12233-a-phylogeny-aware-gwas-framework-to-correct-for-heritable-pathogen-effects-on-infectious-disease-traits
https://forschung.kssg.ch/en/publications/12233-a-phylogeny-aware-gwas-framework-to-correct-for-heritable-pathogen-effects-on-infectious-disease-traits
https://forschung.kssg.ch/en/publications/12233-a-phylogeny-aware-gwas-framework-to-correct-for-heritable-pathogen-effects-on-infectious-disease-traits
https://forschung.kssg.ch/en/publications/12233-a-phylogeny-aware-gwas-framework-to-correct-for-heritable-pathogen-effects-on-infectious-disease-traits
https://forschung.kssg.ch/en/publications/12233-a-phylogeny-aware-gwas-framework-to-correct-for-heritable-pathogen-effects-on-infectious-disease-traits
https://forschung.kssg.ch/en/publications/12233-a-phylogeny-aware-gwas-framework-to-correct-for-heritable-pathogen-effects-on-infectious-disease-traits
https://forschung.kssg.ch/en/publications/12233-a-phylogeny-aware-gwas-framework-to-correct-for-heritable-pathogen-effects-on-infectious-disease-traits
https://forschung.kssg.ch/en/publications/12233-a-phylogeny-aware-gwas-framework-to-correct-for-heritable-pathogen-effects-on-infectious-disease-traits
https://forschung.kssg.ch/en/publications/12180-author-correction-increased-prevalence-of-clonal-hematopoiesis-of-indeterminate-potential-amongst-people-living-with-hiv
https://forschung.kssg.ch/en/publications/12180-author-correction-increased-prevalence-of-clonal-hematopoiesis-of-indeterminate-potential-amongst-people-living-with-hiv
https://forschung.kssg.ch/en/publications/12180-author-correction-increased-prevalence-of-clonal-hematopoiesis-of-indeterminate-potential-amongst-people-living-with-hiv
https://forschung.kssg.ch/en/publications/12180-author-correction-increased-prevalence-of-clonal-hematopoiesis-of-indeterminate-potential-amongst-people-living-with-hiv
https://forschung.kssg.ch/en/publications/12180-author-correction-increased-prevalence-of-clonal-hematopoiesis-of-indeterminate-potential-amongst-people-living-with-hiv
https://forschung.kssg.ch/en/publications/12180-author-correction-increased-prevalence-of-clonal-hematopoiesis-of-indeterminate-potential-amongst-people-living-with-hiv
https://forschung.kssg.ch/en/publications/12180-author-correction-increased-prevalence-of-clonal-hematopoiesis-of-indeterminate-potential-amongst-people-living-with-hiv
https://forschung.kssg.ch/en/publications/12180-author-correction-increased-prevalence-of-clonal-hematopoiesis-of-indeterminate-potential-amongst-people-living-with-hiv
https://forschung.kssg.ch/en/publications/12180-author-correction-increased-prevalence-of-clonal-hematopoiesis-of-indeterminate-potential-amongst-people-living-with-hiv
https://forschung.kssg.ch/en/publications/12238-correction-to-identifying-and-characterizing-trans-women-in-the-swiss-hiv-cohort-study-as-an-epidemiologically-distinct-risk-group
https://forschung.kssg.ch/en/publications/12238-correction-to-identifying-and-characterizing-trans-women-in-the-swiss-hiv-cohort-study-as-an-epidemiologically-distinct-risk-group
https://forschung.kssg.ch/en/publications/12238-correction-to-identifying-and-characterizing-trans-women-in-the-swiss-hiv-cohort-study-as-an-epidemiologically-distinct-risk-group
https://forschung.kssg.ch/en/publications/12238-correction-to-identifying-and-characterizing-trans-women-in-the-swiss-hiv-cohort-study-as-an-epidemiologically-distinct-risk-group
https://forschung.kssg.ch/en/publications/12238-correction-to-identifying-and-characterizing-trans-women-in-the-swiss-hiv-cohort-study-as-an-epidemiologically-distinct-risk-group
https://forschung.kssg.ch/en/publications/12238-correction-to-identifying-and-characterizing-trans-women-in-the-swiss-hiv-cohort-study-as-an-epidemiologically-distinct-risk-group
https://forschung.kssg.ch/en/publications/12238-correction-to-identifying-and-characterizing-trans-women-in-the-swiss-hiv-cohort-study-as-an-epidemiologically-distinct-risk-group
https://forschung.kssg.ch/en/publications/12238-correction-to-identifying-and-characterizing-trans-women-in-the-swiss-hiv-cohort-study-as-an-epidemiologically-distinct-risk-group
https://forschung.kssg.ch/en/publications/12238-correction-to-identifying-and-characterizing-trans-women-in-the-swiss-hiv-cohort-study-as-an-epidemiologically-distinct-risk-group
https://forschung.kssg.ch/en/publications/11279-telomere-length-declines-in-persons-living-with-hiv-before-antiretroviral-therapy-start-but-not-after-viral-suppression-a-longitudinal-study-over-17-years
https://forschung.kssg.ch/en/publications/11279-telomere-length-declines-in-persons-living-with-hiv-before-antiretroviral-therapy-start-but-not-after-viral-suppression-a-longitudinal-study-over-17-years
https://forschung.kssg.ch/en/publications/11279-telomere-length-declines-in-persons-living-with-hiv-before-antiretroviral-therapy-start-but-not-after-viral-suppression-a-longitudinal-study-over-17-years
https://forschung.kssg.ch/en/publications/11279-telomere-length-declines-in-persons-living-with-hiv-before-antiretroviral-therapy-start-but-not-after-viral-suppression-a-longitudinal-study-over-17-years
https://forschung.kssg.ch/en/publications/11279-telomere-length-declines-in-persons-living-with-hiv-before-antiretroviral-therapy-start-but-not-after-viral-suppression-a-longitudinal-study-over-17-years
https://forschung.kssg.ch/en/publications/11279-telomere-length-declines-in-persons-living-with-hiv-before-antiretroviral-therapy-start-but-not-after-viral-suppression-a-longitudinal-study-over-17-years
https://forschung.kssg.ch/en/publications/11279-telomere-length-declines-in-persons-living-with-hiv-before-antiretroviral-therapy-start-but-not-after-viral-suppression-a-longitudinal-study-over-17-years
https://forschung.kssg.ch/en/publications/11279-telomere-length-declines-in-persons-living-with-hiv-before-antiretroviral-therapy-start-but-not-after-viral-suppression-a-longitudinal-study-over-17-years
https://forschung.kssg.ch/en/publications/11279-telomere-length-declines-in-persons-living-with-hiv-before-antiretroviral-therapy-start-but-not-after-viral-suppression-a-longitudinal-study-over-17-years
https://forschung.kssg.ch/en/publications/10791-cohort-profile-update-the-swiss-hiv-cohort-study-shcs
https://forschung.kssg.ch/en/publications/10791-cohort-profile-update-the-swiss-hiv-cohort-study-shcs
https://forschung.kssg.ch/en/publications/10791-cohort-profile-update-the-swiss-hiv-cohort-study-shcs
https://forschung.kssg.ch/en/publications/10791-cohort-profile-update-the-swiss-hiv-cohort-study-shcs
https://forschung.kssg.ch/en/publications/10791-cohort-profile-update-the-swiss-hiv-cohort-study-shcs
https://forschung.kssg.ch/en/publications/10791-cohort-profile-update-the-swiss-hiv-cohort-study-shcs
https://forschung.kssg.ch/en/publications/10791-cohort-profile-update-the-swiss-hiv-cohort-study-shcs
https://forschung.kssg.ch/en/publications/10791-cohort-profile-update-the-swiss-hiv-cohort-study-shcs
https://forschung.kssg.ch/en/publications/10791-cohort-profile-update-the-swiss-hiv-cohort-study-shcs
https://forschung.kssg.ch/en/publications/9918-identifying-and-characterizing-trans-women-in-the-swiss-hiv-cohort-study-as-an-epidemiologically-distinct-risk-group
https://forschung.kssg.ch/en/publications/9918-identifying-and-characterizing-trans-women-in-the-swiss-hiv-cohort-study-as-an-epidemiologically-distinct-risk-group
https://forschung.kssg.ch/en/publications/9918-identifying-and-characterizing-trans-women-in-the-swiss-hiv-cohort-study-as-an-epidemiologically-distinct-risk-group
https://forschung.kssg.ch/en/publications/9918-identifying-and-characterizing-trans-women-in-the-swiss-hiv-cohort-study-as-an-epidemiologically-distinct-risk-group
https://forschung.kssg.ch/en/publications/9918-identifying-and-characterizing-trans-women-in-the-swiss-hiv-cohort-study-as-an-epidemiologically-distinct-risk-group
https://forschung.kssg.ch/en/publications/9918-identifying-and-characterizing-trans-women-in-the-swiss-hiv-cohort-study-as-an-epidemiologically-distinct-risk-group
https://forschung.kssg.ch/en/publications/9918-identifying-and-characterizing-trans-women-in-the-swiss-hiv-cohort-study-as-an-epidemiologically-distinct-risk-group
https://forschung.kssg.ch/en/publications/9918-identifying-and-characterizing-trans-women-in-the-swiss-hiv-cohort-study-as-an-epidemiologically-distinct-risk-group
https://forschung.kssg.ch/en/publications/9918-identifying-and-characterizing-trans-women-in-the-swiss-hiv-cohort-study-as-an-epidemiologically-distinct-risk-group
https://forschung.kssg.ch/en/publications/10699-systematic-screening-of-viral-and-human-genetic-variation-identifies-antiretroviral-resistance-and-immune-escape-link
https://forschung.kssg.ch/en/publications/10699-systematic-screening-of-viral-and-human-genetic-variation-identifies-antiretroviral-resistance-and-immune-escape-link
https://forschung.kssg.ch/en/publications/10699-systematic-screening-of-viral-and-human-genetic-variation-identifies-antiretroviral-resistance-and-immune-escape-link
https://forschung.kssg.ch/en/publications/10699-systematic-screening-of-viral-and-human-genetic-variation-identifies-antiretroviral-resistance-and-immune-escape-link
https://forschung.kssg.ch/en/publications/10699-systematic-screening-of-viral-and-human-genetic-variation-identifies-antiretroviral-resistance-and-immune-escape-link
https://forschung.kssg.ch/en/publications/10699-systematic-screening-of-viral-and-human-genetic-variation-identifies-antiretroviral-resistance-and-immune-escape-link
https://forschung.kssg.ch/en/publications/10699-systematic-screening-of-viral-and-human-genetic-variation-identifies-antiretroviral-resistance-and-immune-escape-link
https://forschung.kssg.ch/en/publications/10699-systematic-screening-of-viral-and-human-genetic-variation-identifies-antiretroviral-resistance-and-immune-escape-link
https://forschung.kssg.ch/en/publications/11158-author-correction-the-influence-of-human-genetic-variation-on-epstein-barr-virus-sequence-diversity
https://forschung.kssg.ch/en/publications/11158-author-correction-the-influence-of-human-genetic-variation-on-epstein-barr-virus-sequence-diversity
https://forschung.kssg.ch/en/publications/11158-author-correction-the-influence-of-human-genetic-variation-on-epstein-barr-virus-sequence-diversity
https://forschung.kssg.ch/en/publications/11158-author-correction-the-influence-of-human-genetic-variation-on-epstein-barr-virus-sequence-diversity
https://forschung.kssg.ch/en/publications/11158-author-correction-the-influence-of-human-genetic-variation-on-epstein-barr-virus-sequence-diversity
https://forschung.kssg.ch/en/publications/11158-author-correction-the-influence-of-human-genetic-variation-on-epstein-barr-virus-sequence-diversity
https://forschung.kssg.ch/en/publications/11158-author-correction-the-influence-of-human-genetic-variation-on-epstein-barr-virus-sequence-diversity
https://forschung.kssg.ch/en/publications/11158-author-correction-the-influence-of-human-genetic-variation-on-epstein-barr-virus-sequence-diversity
https://forschung.kssg.ch/en/publications/11158-author-correction-the-influence-of-human-genetic-variation-on-epstein-barr-virus-sequence-diversity
https://forschung.kssg.ch/en/publications/10602-the-influence-of-human-genetic-variation-on-epstein-barr-virus-sequence-diversity
https://forschung.kssg.ch/en/publications/10602-the-influence-of-human-genetic-variation-on-epstein-barr-virus-sequence-diversity
https://forschung.kssg.ch/en/publications/10602-the-influence-of-human-genetic-variation-on-epstein-barr-virus-sequence-diversity
https://forschung.kssg.ch/en/publications/10602-the-influence-of-human-genetic-variation-on-epstein-barr-virus-sequence-diversity
https://forschung.kssg.ch/en/publications/10602-the-influence-of-human-genetic-variation-on-epstein-barr-virus-sequence-diversity
https://forschung.kssg.ch/en/publications/10602-the-influence-of-human-genetic-variation-on-epstein-barr-virus-sequence-diversity
https://forschung.kssg.ch/en/publications/10602-the-influence-of-human-genetic-variation-on-epstein-barr-virus-sequence-diversity
https://forschung.kssg.ch/en/publications/10602-the-influence-of-human-genetic-variation-on-epstein-barr-virus-sequence-diversity
https://forschung.kssg.ch/de/profiles/1364-jacques-fellay/pdf
https://forschung.kssg.ch/de/profiles/1364-jacques-fellay/pdf

Schoepf |, Tarr P, Fellay J, Giinthard H, Kouyos R, Buvelot H, Cavassini M, Bernasconi E, Seneghini M, Thurnheer C,
Marzolini C, Hasse B, Reiss P, Kootstra N, Raffenberg M, Engel T, Ledergerber B, Thorball C, Swiss HIV Cohort Study.
Coronary Artery Disease-Associated and Longevity-Associated Polygenic Risk Scores for Prediction of Coronary
Artery Disease Events in Persons Living With Human Immunodeficiency Virus: The Swiss HIV Cohort Study. Clin Infect
Dis 2021; 73:1597-1604.

Thorball C, Klimkait T, Yerly S, Battegay M, Rauch A, Schmid P, Bernasconi E, Cavassini M, Kouyos R, Giinthard H,
Metzner K, Fellay J, Perreau M, Boni J, Wieser M, Borghesi A, Bachmann N, Von Siebenthal C, Vongrad V, Turk T,
Neumann K, Beerenwinkel N, Bogojeska J, Roth V, Kok Y, Parbhoo S, Swiss HIV Cohort Study. Host Genomics of the
HIV-1 Reservoir Size and Its Decay Rate During Suppressive Antiretroviral Treatment. J Acquir Inmune Defic Syndr
2020; 85:517-524.

Dietrich L, Tarr P, Ledergerber B, Fellay J, Buvelot H, Darling K, Bernasconi E, Schmid P, Maja W, Thurnheer M,
Hasse B, Burkhalter F, Ryom L, Thorball C, Swiss HIV Cohort Study. Rapid Progression of Kidney Dysfunction in Swiss
People Living with HIV: Contribution of Polygenic Risk Score and D:A:D Clinical Risk Score. J Infect Dis 2020

Wan C, Yerly S, Battegay M, Walti L, Calmy A, Vernazza P, Bernasconi E, Cavassini M, Metzner K, Giinthard H, Kouyos
R, Klimkait T, Perreau M, Boni J, Bachmann N, Mitov V, Blanquart F, Céspedes S, Turk T, Neumann K, Beerenwinkel N,
Bogojeska J, Fellay J, Roth V, Swiss HIV Cohort Study. Heritability of the HIV-1 reservoir size and decay under long-
term suppressive ART. Nat Commun 2020; 11:5542.

Thorball C, Klimkait T, Yerly S, Battegay M, Rauch A, Schmid P, Bernasconi E, Cavassini M, Kouyos R, Giinthard H,
Metzner K, Fellay J, Perreau M, Boni J, Wieser M, Borghesi A, Bachmann N, Von Siebenthal C, Vongrad V, Turk T,
Neumann K, Beerenwinkel N, Bogojeska J, Roth V, Kok Y, Parbhoo S, Swiss HIV Cohort Study. Host genomics of the
HIV-1 reservoir size and its decay rate during suppressive antiretroviral treatment. J Acquir Inmune Defic Syndr
2020

Thorball C, Rauch A, Battegay M, Hoffmann M, Schmid P, Bernasconi E, Giinthard H, Mohammadi P, McLaren P,
Rabkin C, Besson C, Cavassini M, Theodorou I, Oudot-Mellakh T, Ensan N, Hammer C, Santoni F, Niay J, Costagliola
D, Goujard C, Meyer L, Wang S, Hussain S, Fellay J. Genetic variation near CXCL12 is associated with susceptibility to
HIV-related non-Hodgkin lymphoma. Haematologica 2020

Borghesi A, Kuehni C, Thorball C, Chaturvedi N, Martinon-Torres F, Kuijpers T, Coin L, Wright V, Herberg J, Levin M,
Aebi C, Christoph B, Fellay J, Schlapbach L, Riedel T, Relly C, Triick J, Asgari S, Sancho-Shimizu V, Agyeman P, Bellos
E, Giannoni E, Stocker M, Posfay-Barbe K, Heininger U, Bernhard-Stirnemann S, Niederer-Loher A, Kahlert C,
Natalucci G, EUCLIDS consortium and the Swiss Paediatric Sepsis Study. Whole-exome sequencing for the
identification of rare variants in primary immunodeficiency genes in children with sepsis - a prospective population-
based cohort study. Clin Infect Dis 2020

Bibert S, Bochud P, Cavassini M, Fellay J, Osthoff M, Kaiser L, Hoffmann M, Giinthard H, Furrer H, Bernasconi E, Tarr
P, Taffé P, Wéjtowicz A, and the Swiss HIV Cohort Study. IFNL3/4 polymorphisms are associated with AIDS-related
Kaposi's sarcoma. AIDS 2018

Bertels F, Cavassini M, Calmy A, Bernasconi E, Schmid P, Scherrer A, Miiller V, Bonhoeffer S, Kouyos R, Regoes R,
Rauch A, Battegay M, Marzel A, Leventhal G, Mitov V, Fellay J, Glinthard H, Béni J, Yerly S, Klimkait T, Aubert V, Swiss
HIV Cohort Study. Dissecting HIV Virulence: Heritability of Setpoint Viral Load, CD4+ T-Cell Decline, and Per-Parasite
Pathogenicity. Mol Biol Evol 2018; 35:27-37.

Rusert P, Bernasconi E, Hoffmann M, Calmy A, Battegay M, Rauch A, Yerly S, Aubert V, Klimkait T, Boni J, Fellay J,
Regoes R, Giinthard H, Trkola A, Cavassini M, Kuster H, Kouyos R, Kadelka C, Ebner H, Schanz M, Huber M, Braun D,
Hozé N, Scherrer A, Magnus C, Weber J, Uhr T, Cippa V, Thorball C. Determinants of HIV-1 broadly neutralizing
antibody induction. Nat Med 2016


https://forschung.kssg.ch/en/publications/11278-coronary-artery-disease-associated-and-longevity-associated-polygenic-risk-scores-for-prediction-of-coronary-artery-disease-events-in-persons-living-with-human-immunodeficiency-virus-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/11278-coronary-artery-disease-associated-and-longevity-associated-polygenic-risk-scores-for-prediction-of-coronary-artery-disease-events-in-persons-living-with-human-immunodeficiency-virus-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/11278-coronary-artery-disease-associated-and-longevity-associated-polygenic-risk-scores-for-prediction-of-coronary-artery-disease-events-in-persons-living-with-human-immunodeficiency-virus-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/11278-coronary-artery-disease-associated-and-longevity-associated-polygenic-risk-scores-for-prediction-of-coronary-artery-disease-events-in-persons-living-with-human-immunodeficiency-virus-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/11278-coronary-artery-disease-associated-and-longevity-associated-polygenic-risk-scores-for-prediction-of-coronary-artery-disease-events-in-persons-living-with-human-immunodeficiency-virus-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/11278-coronary-artery-disease-associated-and-longevity-associated-polygenic-risk-scores-for-prediction-of-coronary-artery-disease-events-in-persons-living-with-human-immunodeficiency-virus-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/11278-coronary-artery-disease-associated-and-longevity-associated-polygenic-risk-scores-for-prediction-of-coronary-artery-disease-events-in-persons-living-with-human-immunodeficiency-virus-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/11278-coronary-artery-disease-associated-and-longevity-associated-polygenic-risk-scores-for-prediction-of-coronary-artery-disease-events-in-persons-living-with-human-immunodeficiency-virus-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/11278-coronary-artery-disease-associated-and-longevity-associated-polygenic-risk-scores-for-prediction-of-coronary-artery-disease-events-in-persons-living-with-human-immunodeficiency-virus-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/11278-coronary-artery-disease-associated-and-longevity-associated-polygenic-risk-scores-for-prediction-of-coronary-artery-disease-events-in-persons-living-with-human-immunodeficiency-virus-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/10348-host-genomics-of-the-hiv-1-reservoir-size-and-its-decay-rate-during-suppressive-antiretroviral-treatment
https://forschung.kssg.ch/en/publications/10348-host-genomics-of-the-hiv-1-reservoir-size-and-its-decay-rate-during-suppressive-antiretroviral-treatment
https://forschung.kssg.ch/en/publications/10348-host-genomics-of-the-hiv-1-reservoir-size-and-its-decay-rate-during-suppressive-antiretroviral-treatment
https://forschung.kssg.ch/en/publications/10348-host-genomics-of-the-hiv-1-reservoir-size-and-its-decay-rate-during-suppressive-antiretroviral-treatment
https://forschung.kssg.ch/en/publications/10348-host-genomics-of-the-hiv-1-reservoir-size-and-its-decay-rate-during-suppressive-antiretroviral-treatment
https://forschung.kssg.ch/en/publications/10348-host-genomics-of-the-hiv-1-reservoir-size-and-its-decay-rate-during-suppressive-antiretroviral-treatment
https://forschung.kssg.ch/en/publications/10348-host-genomics-of-the-hiv-1-reservoir-size-and-its-decay-rate-during-suppressive-antiretroviral-treatment
https://forschung.kssg.ch/en/publications/10348-host-genomics-of-the-hiv-1-reservoir-size-and-its-decay-rate-during-suppressive-antiretroviral-treatment
https://forschung.kssg.ch/en/publications/10348-host-genomics-of-the-hiv-1-reservoir-size-and-its-decay-rate-during-suppressive-antiretroviral-treatment
https://forschung.kssg.ch/en/publications/10348-host-genomics-of-the-hiv-1-reservoir-size-and-its-decay-rate-during-suppressive-antiretroviral-treatment
https://forschung.kssg.ch/en/publications/10011-rapid-progression-of-kidney-dysfunction-in-swiss-people-living-with-hiv-contribution-of-polygenic-risk-score-and-dad-clinical-risk-score
https://forschung.kssg.ch/en/publications/10011-rapid-progression-of-kidney-dysfunction-in-swiss-people-living-with-hiv-contribution-of-polygenic-risk-score-and-dad-clinical-risk-score
https://forschung.kssg.ch/en/publications/10011-rapid-progression-of-kidney-dysfunction-in-swiss-people-living-with-hiv-contribution-of-polygenic-risk-score-and-dad-clinical-risk-score
https://forschung.kssg.ch/en/publications/10011-rapid-progression-of-kidney-dysfunction-in-swiss-people-living-with-hiv-contribution-of-polygenic-risk-score-and-dad-clinical-risk-score
https://forschung.kssg.ch/en/publications/10011-rapid-progression-of-kidney-dysfunction-in-swiss-people-living-with-hiv-contribution-of-polygenic-risk-score-and-dad-clinical-risk-score
https://forschung.kssg.ch/en/publications/10011-rapid-progression-of-kidney-dysfunction-in-swiss-people-living-with-hiv-contribution-of-polygenic-risk-score-and-dad-clinical-risk-score
https://forschung.kssg.ch/en/publications/10011-rapid-progression-of-kidney-dysfunction-in-swiss-people-living-with-hiv-contribution-of-polygenic-risk-score-and-dad-clinical-risk-score
https://forschung.kssg.ch/en/publications/10011-rapid-progression-of-kidney-dysfunction-in-swiss-people-living-with-hiv-contribution-of-polygenic-risk-score-and-dad-clinical-risk-score
https://forschung.kssg.ch/en/publications/9806-heritability-of-the-hiv-1-reservoir-size-and-decay-under-long-term-suppressive-art
https://forschung.kssg.ch/en/publications/9806-heritability-of-the-hiv-1-reservoir-size-and-decay-under-long-term-suppressive-art
https://forschung.kssg.ch/en/publications/9806-heritability-of-the-hiv-1-reservoir-size-and-decay-under-long-term-suppressive-art
https://forschung.kssg.ch/en/publications/9806-heritability-of-the-hiv-1-reservoir-size-and-decay-under-long-term-suppressive-art
https://forschung.kssg.ch/en/publications/9806-heritability-of-the-hiv-1-reservoir-size-and-decay-under-long-term-suppressive-art
https://forschung.kssg.ch/en/publications/9806-heritability-of-the-hiv-1-reservoir-size-and-decay-under-long-term-suppressive-art
https://forschung.kssg.ch/en/publications/9806-heritability-of-the-hiv-1-reservoir-size-and-decay-under-long-term-suppressive-art
https://forschung.kssg.ch/en/publications/9806-heritability-of-the-hiv-1-reservoir-size-and-decay-under-long-term-suppressive-art
https://forschung.kssg.ch/en/publications/9806-heritability-of-the-hiv-1-reservoir-size-and-decay-under-long-term-suppressive-art
https://forschung.kssg.ch/en/publications/9769-host-genomics-of-the-hiv-1-reservoir-size-and-its-decay-rate-during-suppressive-antiretroviral-treatment
https://forschung.kssg.ch/en/publications/9769-host-genomics-of-the-hiv-1-reservoir-size-and-its-decay-rate-during-suppressive-antiretroviral-treatment
https://forschung.kssg.ch/en/publications/9769-host-genomics-of-the-hiv-1-reservoir-size-and-its-decay-rate-during-suppressive-antiretroviral-treatment
https://forschung.kssg.ch/en/publications/9769-host-genomics-of-the-hiv-1-reservoir-size-and-its-decay-rate-during-suppressive-antiretroviral-treatment
https://forschung.kssg.ch/en/publications/9769-host-genomics-of-the-hiv-1-reservoir-size-and-its-decay-rate-during-suppressive-antiretroviral-treatment
https://forschung.kssg.ch/en/publications/9769-host-genomics-of-the-hiv-1-reservoir-size-and-its-decay-rate-during-suppressive-antiretroviral-treatment
https://forschung.kssg.ch/en/publications/9769-host-genomics-of-the-hiv-1-reservoir-size-and-its-decay-rate-during-suppressive-antiretroviral-treatment
https://forschung.kssg.ch/en/publications/9769-host-genomics-of-the-hiv-1-reservoir-size-and-its-decay-rate-during-suppressive-antiretroviral-treatment
https://forschung.kssg.ch/en/publications/9769-host-genomics-of-the-hiv-1-reservoir-size-and-its-decay-rate-during-suppressive-antiretroviral-treatment
https://forschung.kssg.ch/en/publications/9769-host-genomics-of-the-hiv-1-reservoir-size-and-its-decay-rate-during-suppressive-antiretroviral-treatment
https://forschung.kssg.ch/en/publications/9767-genetic-variation-near-cxcl12-is-associated-with-susceptibility-to-hiv-related-non-hodgkin-lymphoma
https://forschung.kssg.ch/en/publications/9767-genetic-variation-near-cxcl12-is-associated-with-susceptibility-to-hiv-related-non-hodgkin-lymphoma
https://forschung.kssg.ch/en/publications/9767-genetic-variation-near-cxcl12-is-associated-with-susceptibility-to-hiv-related-non-hodgkin-lymphoma
https://forschung.kssg.ch/en/publications/9767-genetic-variation-near-cxcl12-is-associated-with-susceptibility-to-hiv-related-non-hodgkin-lymphoma
https://forschung.kssg.ch/en/publications/9767-genetic-variation-near-cxcl12-is-associated-with-susceptibility-to-hiv-related-non-hodgkin-lymphoma
https://forschung.kssg.ch/en/publications/9767-genetic-variation-near-cxcl12-is-associated-with-susceptibility-to-hiv-related-non-hodgkin-lymphoma
https://forschung.kssg.ch/en/publications/9767-genetic-variation-near-cxcl12-is-associated-with-susceptibility-to-hiv-related-non-hodgkin-lymphoma
https://forschung.kssg.ch/en/publications/9767-genetic-variation-near-cxcl12-is-associated-with-susceptibility-to-hiv-related-non-hodgkin-lymphoma
https://forschung.kssg.ch/en/publications/9767-genetic-variation-near-cxcl12-is-associated-with-susceptibility-to-hiv-related-non-hodgkin-lymphoma
https://forschung.kssg.ch/en/publications/9705-whole-exome-sequencing-for-the-identification-of-rare-variants-in-primary-immunodeficiency-genes-in-children-with-sepsis-a-prospective-population-based-cohort-study
https://forschung.kssg.ch/en/publications/9705-whole-exome-sequencing-for-the-identification-of-rare-variants-in-primary-immunodeficiency-genes-in-children-with-sepsis-a-prospective-population-based-cohort-study
https://forschung.kssg.ch/en/publications/9705-whole-exome-sequencing-for-the-identification-of-rare-variants-in-primary-immunodeficiency-genes-in-children-with-sepsis-a-prospective-population-based-cohort-study
https://forschung.kssg.ch/en/publications/9705-whole-exome-sequencing-for-the-identification-of-rare-variants-in-primary-immunodeficiency-genes-in-children-with-sepsis-a-prospective-population-based-cohort-study
https://forschung.kssg.ch/en/publications/9705-whole-exome-sequencing-for-the-identification-of-rare-variants-in-primary-immunodeficiency-genes-in-children-with-sepsis-a-prospective-population-based-cohort-study
https://forschung.kssg.ch/en/publications/9705-whole-exome-sequencing-for-the-identification-of-rare-variants-in-primary-immunodeficiency-genes-in-children-with-sepsis-a-prospective-population-based-cohort-study
https://forschung.kssg.ch/en/publications/9705-whole-exome-sequencing-for-the-identification-of-rare-variants-in-primary-immunodeficiency-genes-in-children-with-sepsis-a-prospective-population-based-cohort-study
https://forschung.kssg.ch/en/publications/9705-whole-exome-sequencing-for-the-identification-of-rare-variants-in-primary-immunodeficiency-genes-in-children-with-sepsis-a-prospective-population-based-cohort-study
https://forschung.kssg.ch/en/publications/9705-whole-exome-sequencing-for-the-identification-of-rare-variants-in-primary-immunodeficiency-genes-in-children-with-sepsis-a-prospective-population-based-cohort-study
https://forschung.kssg.ch/en/publications/9705-whole-exome-sequencing-for-the-identification-of-rare-variants-in-primary-immunodeficiency-genes-in-children-with-sepsis-a-prospective-population-based-cohort-study
https://forschung.kssg.ch/en/publications/9705-whole-exome-sequencing-for-the-identification-of-rare-variants-in-primary-immunodeficiency-genes-in-children-with-sepsis-a-prospective-population-based-cohort-study
https://forschung.kssg.ch/en/publications/8404-ifnl34-polymorphisms-are-associated-with-aids-related-kaposis-sarcoma
https://forschung.kssg.ch/en/publications/8404-ifnl34-polymorphisms-are-associated-with-aids-related-kaposis-sarcoma
https://forschung.kssg.ch/en/publications/8404-ifnl34-polymorphisms-are-associated-with-aids-related-kaposis-sarcoma
https://forschung.kssg.ch/en/publications/8404-ifnl34-polymorphisms-are-associated-with-aids-related-kaposis-sarcoma
https://forschung.kssg.ch/en/publications/8404-ifnl34-polymorphisms-are-associated-with-aids-related-kaposis-sarcoma
https://forschung.kssg.ch/en/publications/8404-ifnl34-polymorphisms-are-associated-with-aids-related-kaposis-sarcoma
https://forschung.kssg.ch/en/publications/8404-ifnl34-polymorphisms-are-associated-with-aids-related-kaposis-sarcoma
https://forschung.kssg.ch/en/publications/8404-ifnl34-polymorphisms-are-associated-with-aids-related-kaposis-sarcoma
https://forschung.kssg.ch/en/publications/7904-dissecting-hiv-virulence-heritability-of-setpoint-viral-load-cd4-t-cell-decline-and-per-parasite-pathogenicity
https://forschung.kssg.ch/en/publications/7904-dissecting-hiv-virulence-heritability-of-setpoint-viral-load-cd4-t-cell-decline-and-per-parasite-pathogenicity
https://forschung.kssg.ch/en/publications/7904-dissecting-hiv-virulence-heritability-of-setpoint-viral-load-cd4-t-cell-decline-and-per-parasite-pathogenicity
https://forschung.kssg.ch/en/publications/7904-dissecting-hiv-virulence-heritability-of-setpoint-viral-load-cd4-t-cell-decline-and-per-parasite-pathogenicity
https://forschung.kssg.ch/en/publications/7904-dissecting-hiv-virulence-heritability-of-setpoint-viral-load-cd4-t-cell-decline-and-per-parasite-pathogenicity
https://forschung.kssg.ch/en/publications/7904-dissecting-hiv-virulence-heritability-of-setpoint-viral-load-cd4-t-cell-decline-and-per-parasite-pathogenicity
https://forschung.kssg.ch/en/publications/7904-dissecting-hiv-virulence-heritability-of-setpoint-viral-load-cd4-t-cell-decline-and-per-parasite-pathogenicity
https://forschung.kssg.ch/en/publications/7904-dissecting-hiv-virulence-heritability-of-setpoint-viral-load-cd4-t-cell-decline-and-per-parasite-pathogenicity
https://forschung.kssg.ch/en/publications/7904-dissecting-hiv-virulence-heritability-of-setpoint-viral-load-cd4-t-cell-decline-and-per-parasite-pathogenicity
https://forschung.kssg.ch/en/publications/6787-determinants-of-hiv-1-broadly-neutralizing-antibody-induction
https://forschung.kssg.ch/en/publications/6787-determinants-of-hiv-1-broadly-neutralizing-antibody-induction
https://forschung.kssg.ch/en/publications/6787-determinants-of-hiv-1-broadly-neutralizing-antibody-induction
https://forschung.kssg.ch/en/publications/6787-determinants-of-hiv-1-broadly-neutralizing-antibody-induction
https://forschung.kssg.ch/en/publications/6787-determinants-of-hiv-1-broadly-neutralizing-antibody-induction
https://forschung.kssg.ch/en/publications/6787-determinants-of-hiv-1-broadly-neutralizing-antibody-induction
https://forschung.kssg.ch/en/publications/6787-determinants-of-hiv-1-broadly-neutralizing-antibody-induction
https://forschung.kssg.ch/en/publications/6787-determinants-of-hiv-1-broadly-neutralizing-antibody-induction
https://forschung.kssg.ch/en/publications/6787-determinants-of-hiv-1-broadly-neutralizing-antibody-induction
https://forschung.kssg.ch/de/profiles/1364-jacques-fellay/pdf
https://forschung.kssg.ch/de/profiles/1364-jacques-fellay/pdf

Junier T, Fellay J, Weber R, Brun Del Re C, Bernasconi E, Fux C, Schmid P, Kovari H, Bartha I, Barcelo C, Ledergerber
B, Biver E, Rotger M, Tarr P. Contribution of Genetic Background and Clinical Risk Factors to Low-Trauma Fractures
in Human Immunodeficiency Virus (HIV)-Positive Persons: The Swiss HIV Cohort Study. Open Forum Infect Dis 2016;
3:0fw101.

McLaren P, Hubaux J, Fellay J, Decosterd L, Di Benedetto C, Schmid P, Marzolini C, Doco-Lecompte T, Furrer H,
Cavassini M, Giinthard H, Vallet Y, Delgado M, Bartha I, Ayday E, Rotger M, Aouri M, Raisaro J, Telenti A. Privacy-
preserving genomic testing in the clinic: a model using HIV treatment. Genet Med 2016; 18:814-22.

Perkins M, Fellay J, Douek D, Telenti A, Battegay M, Calmy A, Hoffmann M, Bernasconi E, Hauser C, Giinthard H,
Wollinsky D, Liebner J, Timmer J, Bartha |, the Swiss HIV Cohort Study. The interplay between host genetic variation,
viral replication and microbial translocation in untreated HIV-infected individuals. J Infect Dis 2015

Regoes R, Fellay J, Telenti A, Rauch A, Hoffmann M, Giinthard H, Calmy A, Bernasconi E, Battegay M, McLaren P.
Disentangling human tolerance and resistance against HIV. PLoS Biol 2014; 12:€1001951.

Hasse B, Ledergerber B, Weber R, Di Benedetto C, Fellay J, Calmy A, Battegay M, Hoffmann M, Furrer H, Fehr J,
Walker A, Swiss HIV Cohort Study. Co-trimoxazole prophylaxis is associated with reduced risk of incident
tuberculosis in participants in the Swiss HIV Cohort Study. Antimicrob Agents Chemother 2014; 58:2363-8.

Bartha |, Yerly S, O'Brien S, Listgarten J, Pfeifer N, Lippert C, Fusi N, Kutalik Z, Allen T, Miiller V, Harrigan P,
Heckerman D, Telenti A, Klimkait T, Vernazza P, Bernasconi E, Carlson J, Brumme C, McLaren P, Brumme Z, John M,
Haas D, Martinez-Picado J, Dalmau J, L6pez-Galindez C, Casado C, Rauch A, Giinthard H, Fellay J. A genome-to-
genome analysis of associations between human genetic variation, HIV-1 sequence diversity, and viral control. Elife
2013; 2:e01123.

Pillai S, Wong J, Giinthard H, Ledergerber B, Bernasconi E, Bregenzer A, Hirschel B, Battegay M, Fellay J, Rauch A,
Kovari H, Greene W, Yukl S, Fujimoto K, Monto A, Skasko M, Guatelli J, Abdel-Mohsen M, Swiss HIV Cohort Study.
Role of retroviral restriction factors in the interferon-a-mediated suppression of HIV-1in vivo. Proc Natl Acad Sci
USA 2012; 109:3035-40.

Rotger M, Miré J, Palou E, Hoffmann M, Massanella M, Blanco J, Woods M, Giinthard H, de Bakker P, Douek D,
Silvestri G, Martinez-Picado J, Hirschel B, Fellay J, Erkizia I, Dalmau J, Rauch A, McLaren P, Bosinger S, Martinez R,
Sandler N, Roque A, Liebner J, Battegay M, Bernasconi E, Descombes P, Telenti A. Comparative transcriptomics of
extreme phenotypes of human HIV-1infection and SIV infection in sooty mangabey and rhesus macaque. J Clin
Invest 2011; 121:2391-400.

di lulio J, Rauch A, Telenti A, Klenerman P, Barnes E, Hirschel B, Schmid P, Bernasconi E, Battegay M, Giinthard H,
Furrer H, Pulit S, Martinez R, Fellay J, Rotger M, Kelleher D, Fitzmaurice K, Ciuffi A, Swiss HIV Cohort Study.
Estimating the net contribution of interleukin-28B variation to spontaneous hepatitis C virus clearance. Hepatology
2011; 53:1446-54.

Keiser O, Furrer H, Telenti A, Rickenbach M, Vernazza P, Bernasconi E, Hirschel B, Hirsch H, Opravil M, Fellay J, Swiss
HIV Cohort Study. Adverse events to antiretrovirals in the Swiss HIV Cohort Study: effect on mortality and treatment
modification. Antiviral therapy 2007; 12:1157-64.

Fellay J, Telenti A, Eap C, Vernazza P, Schinkel A, Ruiz L, Retelska D, Pantaleo G, Opravil M, Furrer H, Decosterd L,
Chave J, Buclin T, Back D, Meaden E, Marzolini C, Swiss HIV Cohort Study. Response to antiretroviral treatment in
HIV-1-infected individuals with allelic variants of the multidrug resistance transporter 1: a pharmacogenetics study.
Lancet 2002; 359:30-6.


https://forschung.kssg.ch/en/publications/9772-contribution-of-genetic-background-and-clinical-risk-factors-to-low-trauma-fractures-in-human-immunodeficiency-virus-hiv-positive-persons-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/9772-contribution-of-genetic-background-and-clinical-risk-factors-to-low-trauma-fractures-in-human-immunodeficiency-virus-hiv-positive-persons-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/9772-contribution-of-genetic-background-and-clinical-risk-factors-to-low-trauma-fractures-in-human-immunodeficiency-virus-hiv-positive-persons-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/9772-contribution-of-genetic-background-and-clinical-risk-factors-to-low-trauma-fractures-in-human-immunodeficiency-virus-hiv-positive-persons-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/9772-contribution-of-genetic-background-and-clinical-risk-factors-to-low-trauma-fractures-in-human-immunodeficiency-virus-hiv-positive-persons-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/9772-contribution-of-genetic-background-and-clinical-risk-factors-to-low-trauma-fractures-in-human-immunodeficiency-virus-hiv-positive-persons-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/9772-contribution-of-genetic-background-and-clinical-risk-factors-to-low-trauma-fractures-in-human-immunodeficiency-virus-hiv-positive-persons-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/9772-contribution-of-genetic-background-and-clinical-risk-factors-to-low-trauma-fractures-in-human-immunodeficiency-virus-hiv-positive-persons-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/9772-contribution-of-genetic-background-and-clinical-risk-factors-to-low-trauma-fractures-in-human-immunodeficiency-virus-hiv-positive-persons-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/7312-privacy-preserving-genomic-testing-in-the-clinic-a-model-using-hiv-treatment
https://forschung.kssg.ch/en/publications/7312-privacy-preserving-genomic-testing-in-the-clinic-a-model-using-hiv-treatment
https://forschung.kssg.ch/en/publications/7312-privacy-preserving-genomic-testing-in-the-clinic-a-model-using-hiv-treatment
https://forschung.kssg.ch/en/publications/7312-privacy-preserving-genomic-testing-in-the-clinic-a-model-using-hiv-treatment
https://forschung.kssg.ch/en/publications/7312-privacy-preserving-genomic-testing-in-the-clinic-a-model-using-hiv-treatment
https://forschung.kssg.ch/en/publications/7312-privacy-preserving-genomic-testing-in-the-clinic-a-model-using-hiv-treatment
https://forschung.kssg.ch/en/publications/7312-privacy-preserving-genomic-testing-in-the-clinic-a-model-using-hiv-treatment
https://forschung.kssg.ch/en/publications/7312-privacy-preserving-genomic-testing-in-the-clinic-a-model-using-hiv-treatment
https://forschung.kssg.ch/en/publications/5546-the-interplay-between-host-genetic-variation-viral-replication-and-microbial-translocation-in-untreated-hiv-infected-individuals
https://forschung.kssg.ch/en/publications/5546-the-interplay-between-host-genetic-variation-viral-replication-and-microbial-translocation-in-untreated-hiv-infected-individuals
https://forschung.kssg.ch/en/publications/5546-the-interplay-between-host-genetic-variation-viral-replication-and-microbial-translocation-in-untreated-hiv-infected-individuals
https://forschung.kssg.ch/en/publications/5546-the-interplay-between-host-genetic-variation-viral-replication-and-microbial-translocation-in-untreated-hiv-infected-individuals
https://forschung.kssg.ch/en/publications/5546-the-interplay-between-host-genetic-variation-viral-replication-and-microbial-translocation-in-untreated-hiv-infected-individuals
https://forschung.kssg.ch/en/publications/5546-the-interplay-between-host-genetic-variation-viral-replication-and-microbial-translocation-in-untreated-hiv-infected-individuals
https://forschung.kssg.ch/en/publications/5546-the-interplay-between-host-genetic-variation-viral-replication-and-microbial-translocation-in-untreated-hiv-infected-individuals
https://forschung.kssg.ch/en/publications/5546-the-interplay-between-host-genetic-variation-viral-replication-and-microbial-translocation-in-untreated-hiv-infected-individuals
https://forschung.kssg.ch/en/publications/7157-disentangling-human-tolerance-and-resistance-against-hiv
https://forschung.kssg.ch/en/publications/7157-disentangling-human-tolerance-and-resistance-against-hiv
https://forschung.kssg.ch/en/publications/7157-disentangling-human-tolerance-and-resistance-against-hiv
https://forschung.kssg.ch/en/publications/7157-disentangling-human-tolerance-and-resistance-against-hiv
https://forschung.kssg.ch/en/publications/7157-disentangling-human-tolerance-and-resistance-against-hiv
https://forschung.kssg.ch/en/publications/7157-disentangling-human-tolerance-and-resistance-against-hiv
https://forschung.kssg.ch/en/publications/7157-disentangling-human-tolerance-and-resistance-against-hiv
https://forschung.kssg.ch/en/publications/5083-co-trimoxazole-prophylaxis-is-associated-with-reduced-risk-of-incident-tuberculosis-in-participants-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/5083-co-trimoxazole-prophylaxis-is-associated-with-reduced-risk-of-incident-tuberculosis-in-participants-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/5083-co-trimoxazole-prophylaxis-is-associated-with-reduced-risk-of-incident-tuberculosis-in-participants-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/5083-co-trimoxazole-prophylaxis-is-associated-with-reduced-risk-of-incident-tuberculosis-in-participants-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/5083-co-trimoxazole-prophylaxis-is-associated-with-reduced-risk-of-incident-tuberculosis-in-participants-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/5083-co-trimoxazole-prophylaxis-is-associated-with-reduced-risk-of-incident-tuberculosis-in-participants-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/5083-co-trimoxazole-prophylaxis-is-associated-with-reduced-risk-of-incident-tuberculosis-in-participants-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/5083-co-trimoxazole-prophylaxis-is-associated-with-reduced-risk-of-incident-tuberculosis-in-participants-in-the-swiss-hiv-cohort-study
https://forschung.kssg.ch/en/publications/4555-a-genome-to-genome-analysis-of-associations-between-human-genetic-variation-hiv-1-sequence-diversity-and-viral-control
https://forschung.kssg.ch/en/publications/4555-a-genome-to-genome-analysis-of-associations-between-human-genetic-variation-hiv-1-sequence-diversity-and-viral-control
https://forschung.kssg.ch/en/publications/4555-a-genome-to-genome-analysis-of-associations-between-human-genetic-variation-hiv-1-sequence-diversity-and-viral-control
https://forschung.kssg.ch/en/publications/4555-a-genome-to-genome-analysis-of-associations-between-human-genetic-variation-hiv-1-sequence-diversity-and-viral-control
https://forschung.kssg.ch/en/publications/4555-a-genome-to-genome-analysis-of-associations-between-human-genetic-variation-hiv-1-sequence-diversity-and-viral-control
https://forschung.kssg.ch/en/publications/4555-a-genome-to-genome-analysis-of-associations-between-human-genetic-variation-hiv-1-sequence-diversity-and-viral-control
https://forschung.kssg.ch/en/publications/4555-a-genome-to-genome-analysis-of-associations-between-human-genetic-variation-hiv-1-sequence-diversity-and-viral-control
https://forschung.kssg.ch/en/publications/4555-a-genome-to-genome-analysis-of-associations-between-human-genetic-variation-hiv-1-sequence-diversity-and-viral-control
https://forschung.kssg.ch/en/publications/4555-a-genome-to-genome-analysis-of-associations-between-human-genetic-variation-hiv-1-sequence-diversity-and-viral-control
https://forschung.kssg.ch/en/publications/4555-a-genome-to-genome-analysis-of-associations-between-human-genetic-variation-hiv-1-sequence-diversity-and-viral-control
https://forschung.kssg.ch/en/publications/3476-role-of-retroviral-restriction-factors-in-the-interferon-a-mediated-suppression-of-hiv-1-in-vivo
https://forschung.kssg.ch/en/publications/3476-role-of-retroviral-restriction-factors-in-the-interferon-a-mediated-suppression-of-hiv-1-in-vivo
https://forschung.kssg.ch/en/publications/3476-role-of-retroviral-restriction-factors-in-the-interferon-a-mediated-suppression-of-hiv-1-in-vivo
https://forschung.kssg.ch/en/publications/3476-role-of-retroviral-restriction-factors-in-the-interferon-a-mediated-suppression-of-hiv-1-in-vivo
https://forschung.kssg.ch/en/publications/3476-role-of-retroviral-restriction-factors-in-the-interferon-a-mediated-suppression-of-hiv-1-in-vivo
https://forschung.kssg.ch/en/publications/3476-role-of-retroviral-restriction-factors-in-the-interferon-a-mediated-suppression-of-hiv-1-in-vivo
https://forschung.kssg.ch/en/publications/3476-role-of-retroviral-restriction-factors-in-the-interferon-a-mediated-suppression-of-hiv-1-in-vivo
https://forschung.kssg.ch/en/publications/3476-role-of-retroviral-restriction-factors-in-the-interferon-a-mediated-suppression-of-hiv-1-in-vivo
https://forschung.kssg.ch/en/publications/3476-role-of-retroviral-restriction-factors-in-the-interferon-a-mediated-suppression-of-hiv-1-in-vivo
https://forschung.kssg.ch/en/publications/3269-comparative-transcriptomics-of-extreme-phenotypes-of-human-hiv-1-infection-and-siv-infection-in-sooty-mangabey-and-rhesus-macaque
https://forschung.kssg.ch/en/publications/3269-comparative-transcriptomics-of-extreme-phenotypes-of-human-hiv-1-infection-and-siv-infection-in-sooty-mangabey-and-rhesus-macaque
https://forschung.kssg.ch/en/publications/3269-comparative-transcriptomics-of-extreme-phenotypes-of-human-hiv-1-infection-and-siv-infection-in-sooty-mangabey-and-rhesus-macaque
https://forschung.kssg.ch/en/publications/3269-comparative-transcriptomics-of-extreme-phenotypes-of-human-hiv-1-infection-and-siv-infection-in-sooty-mangabey-and-rhesus-macaque
https://forschung.kssg.ch/en/publications/3269-comparative-transcriptomics-of-extreme-phenotypes-of-human-hiv-1-infection-and-siv-infection-in-sooty-mangabey-and-rhesus-macaque
https://forschung.kssg.ch/en/publications/3269-comparative-transcriptomics-of-extreme-phenotypes-of-human-hiv-1-infection-and-siv-infection-in-sooty-mangabey-and-rhesus-macaque
https://forschung.kssg.ch/en/publications/3269-comparative-transcriptomics-of-extreme-phenotypes-of-human-hiv-1-infection-and-siv-infection-in-sooty-mangabey-and-rhesus-macaque
https://forschung.kssg.ch/en/publications/3269-comparative-transcriptomics-of-extreme-phenotypes-of-human-hiv-1-infection-and-siv-infection-in-sooty-mangabey-and-rhesus-macaque
https://forschung.kssg.ch/en/publications/3269-comparative-transcriptomics-of-extreme-phenotypes-of-human-hiv-1-infection-and-siv-infection-in-sooty-mangabey-and-rhesus-macaque
https://forschung.kssg.ch/en/publications/3269-comparative-transcriptomics-of-extreme-phenotypes-of-human-hiv-1-infection-and-siv-infection-in-sooty-mangabey-and-rhesus-macaque
https://forschung.kssg.ch/en/publications/3264-estimating-the-net-contribution-of-interleukin-28b-variation-to-spontaneous-hepatitis-c-virus-clearance
https://forschung.kssg.ch/en/publications/3264-estimating-the-net-contribution-of-interleukin-28b-variation-to-spontaneous-hepatitis-c-virus-clearance
https://forschung.kssg.ch/en/publications/3264-estimating-the-net-contribution-of-interleukin-28b-variation-to-spontaneous-hepatitis-c-virus-clearance
https://forschung.kssg.ch/en/publications/3264-estimating-the-net-contribution-of-interleukin-28b-variation-to-spontaneous-hepatitis-c-virus-clearance
https://forschung.kssg.ch/en/publications/3264-estimating-the-net-contribution-of-interleukin-28b-variation-to-spontaneous-hepatitis-c-virus-clearance
https://forschung.kssg.ch/en/publications/3264-estimating-the-net-contribution-of-interleukin-28b-variation-to-spontaneous-hepatitis-c-virus-clearance
https://forschung.kssg.ch/en/publications/3264-estimating-the-net-contribution-of-interleukin-28b-variation-to-spontaneous-hepatitis-c-virus-clearance
https://forschung.kssg.ch/en/publications/3264-estimating-the-net-contribution-of-interleukin-28b-variation-to-spontaneous-hepatitis-c-virus-clearance
https://forschung.kssg.ch/en/publications/3264-estimating-the-net-contribution-of-interleukin-28b-variation-to-spontaneous-hepatitis-c-virus-clearance
https://forschung.kssg.ch/en/publications/203-adverse-events-to-antiretrovirals-in-the-swiss-hiv-cohort-study-effect-on-mortality-and-treatment-modification
https://forschung.kssg.ch/en/publications/203-adverse-events-to-antiretrovirals-in-the-swiss-hiv-cohort-study-effect-on-mortality-and-treatment-modification
https://forschung.kssg.ch/en/publications/203-adverse-events-to-antiretrovirals-in-the-swiss-hiv-cohort-study-effect-on-mortality-and-treatment-modification
https://forschung.kssg.ch/en/publications/203-adverse-events-to-antiretrovirals-in-the-swiss-hiv-cohort-study-effect-on-mortality-and-treatment-modification
https://forschung.kssg.ch/en/publications/203-adverse-events-to-antiretrovirals-in-the-swiss-hiv-cohort-study-effect-on-mortality-and-treatment-modification
https://forschung.kssg.ch/en/publications/203-adverse-events-to-antiretrovirals-in-the-swiss-hiv-cohort-study-effect-on-mortality-and-treatment-modification
https://forschung.kssg.ch/en/publications/203-adverse-events-to-antiretrovirals-in-the-swiss-hiv-cohort-study-effect-on-mortality-and-treatment-modification
https://forschung.kssg.ch/en/publications/203-adverse-events-to-antiretrovirals-in-the-swiss-hiv-cohort-study-effect-on-mortality-and-treatment-modification
https://forschung.kssg.ch/en/publications/144-response-to-antiretroviral-treatment-in-hiv-1-infected-individuals-with-allelic-variants-of-the-multidrug-resistance-transporter-1-a-pharmacogenetics-study
https://forschung.kssg.ch/en/publications/144-response-to-antiretroviral-treatment-in-hiv-1-infected-individuals-with-allelic-variants-of-the-multidrug-resistance-transporter-1-a-pharmacogenetics-study
https://forschung.kssg.ch/en/publications/144-response-to-antiretroviral-treatment-in-hiv-1-infected-individuals-with-allelic-variants-of-the-multidrug-resistance-transporter-1-a-pharmacogenetics-study
https://forschung.kssg.ch/en/publications/144-response-to-antiretroviral-treatment-in-hiv-1-infected-individuals-with-allelic-variants-of-the-multidrug-resistance-transporter-1-a-pharmacogenetics-study
https://forschung.kssg.ch/en/publications/144-response-to-antiretroviral-treatment-in-hiv-1-infected-individuals-with-allelic-variants-of-the-multidrug-resistance-transporter-1-a-pharmacogenetics-study
https://forschung.kssg.ch/en/publications/144-response-to-antiretroviral-treatment-in-hiv-1-infected-individuals-with-allelic-variants-of-the-multidrug-resistance-transporter-1-a-pharmacogenetics-study
https://forschung.kssg.ch/en/publications/144-response-to-antiretroviral-treatment-in-hiv-1-infected-individuals-with-allelic-variants-of-the-multidrug-resistance-transporter-1-a-pharmacogenetics-study
https://forschung.kssg.ch/en/publications/144-response-to-antiretroviral-treatment-in-hiv-1-infected-individuals-with-allelic-variants-of-the-multidrug-resistance-transporter-1-a-pharmacogenetics-study
https://forschung.kssg.ch/en/publications/144-response-to-antiretroviral-treatment-in-hiv-1-infected-individuals-with-allelic-variants-of-the-multidrug-resistance-transporter-1-a-pharmacogenetics-study
https://forschung.kssg.ch/de/profiles/1364-jacques-fellay/pdf
https://forschung.kssg.ch/de/profiles/1364-jacques-fellay/pdf

B Projects (0)

No results found.

Kantonsspital St.Gallen Rorschacher Strasse 95 CH-9007 St.Gallen T +4171494 11 11 support.forschung@kssg.ch


tel:+41714941111
tel:+41714941111
tel:+41714941111
mailto:support.forschung@kssg.ch
mailto:support.forschung@kssg.ch
mailto:support.forschung@kssg.ch
https://forschung.kssg.ch/de/profiles/1364-jacques-fellay/pdf
https://forschung.kssg.ch/de/profiles/1364-jacques-fellay/pdf

	Jacques Fellay
	Contact

	Publications (32)
	Saadat A, Gouttenoire J, Ripellino P, Semela D, Amar S, Frey B, Fontana S, Mdawar-Bailly E, Moradpour D, Fellay J, Fraga M, HEV Human Genetics Collaborators. Inborn errors of type I interferon immunity in patients with symptomatic acute hepatitis E. Hepatology 2023
	Schwenke J, Thorball C, Schoepf I, Ryom L, Hasse B, Lamy O, Calmy A, Wandeler G, Marzolini C, Kahlert C, Bernasconi E, Kouyos R, Günthard H, Ledergerber B, Fellay J, Burkhalter F, Tarr P, Swiss HIV Cohort Study S. Association of a Polygenic Risk Score With Osteoporosis in People Living With HIV: The Swiss HIV Cohort Study. J Infect Dis 2023; 228:742-750.
	Nadeau S, Thorball C, Kouyos R, Günthard H, Böni J, Yerly S, Perreau M, Klimkait T, Rauch A, Hirsch H, Cavassini M, Vernazza P, Bernasconi E, Fellay J, Mitov V, Stadler T. A Phylogeny-aware GWAS Framework to Correct for Heritable Pathogen Effects on Infectious Disease Traits. Mol Biol Evol 2022; 39
	Bick A, Popadin K, Thorball C, Uddin M, Zanni M, Yu B, Cavassini M, Rauch A, Tarr P, Schmid P, Bernasconi E, Günthard H, Libby P, Boerwinkle E, McLaren P, Ballantyne C, Grinspoon S, Natarajan P, Fellay J, Swiss HIV Cohort Study. Author Correction: Increased prevalence of clonal hematopoiesis of indeterminate potential amongst people living with HIV. Sci Rep 2022; 12:11638.
	Nguyen H, Hampel B, Nuñez D, Battegay M, Hachfeld A, Bernasconi E, Calmy A, Cavassini M, Vernazza P, Fellay J, Rudolph H, Huber M, Leuzinger K, Perreau M, Scherrer A, Ramette A, Yerly S, Günthard H, Kouyos R, Kusejko K. Correction to: Identifying and Characterizing Trans Women in the Swiss HIV Cohort Study as an Epidemiologically Distinct Risk Group. Clin Infect Dis 2022; 74:2266.
	Schoepf I, Bernasconi E, Cavassini M, Buvelot H, Arribas J, Kouyos R, Fellay J, Günthard H, Tarr P, Seneghini M, Marzolini C, Thurnheer C, Thorball C, Ledergerber B, Kootstra N, Reiss P, Raffenberg M, Engel T, Braun D, Hasse B, Swiss HIV Cohort Study. Telomere Length Declines In Persons Living With HIV Before Antiretroviral Therapy Start But Not After Viral Suppression: A Longitudinal Study Over >17 Years. J Infect Dis 2021
	Scherrer A, Wandeler G, Fellay J, Bucher H, Yerly S, Suter F, Hirsch H, Huber M, Dollenmaier G, Perreau M, Martinetti G, Rauch A, Günthard H, Marzolini C, Tarr P, Traytel A, Braun D, Calmy A, Battegay M, Cavassini M, Furrer H, Schmid P, Bernasconi E, Stoeckle M, Kahlert C, Trkola A, Kouyos R, Swiss HIV Cohort Study (SHCS). Cohort Profile Update: The Swiss HIV Cohort Study (SHCS). Int J Epidemiol 2021
	Nguyen H, Leuzinger K, Perreau M, Scherrer A, Ramette A, Yerly S, Günthard H, Kouyos R, Kusejko K, Huber M, Rudolph H, Fellay J, Hampel B, Nuñez D, Battegay M, Hachfeld A, Bernasconi E, Calmy A, Cavassini M, Vernazza P, Swiss HIV Cohort Study. Identifying and Characterizing Trans women in the Swiss HIV Cohort Study as an Epidemiologically Distinct Risk Group. Clin Infect Dis 2021
	Nguyen H, Kouyos R, Günthard H, Bernasconi E, Kahlert C, Cavassini M, Battegay M, Thurnheer M, Kusejko K, Hirsch H, Perreau M, Yerly S, Böni J, Fellay J, Thorball C, Swiss HIV Cohort Study. Systematic screening of viral and human genetic variation identifies antiretroviral resistance and immune escape link. Elife 2021; 10
	Rüeger S, Fellay J, Zdobnov E, Breuer J, Morfopoulou S, Depledge D, Rauch A, Kahlert C, Günthard H, Cavassini M, Bernasconi E, Khanna N, Naret O, Lawless D, McLaren P, Loetscher A, Hammer C, Swiss HIV Cohort Study. Author Correction: The influence of human genetic variation on Epstein-Barr virus sequence diversity. Sci Rep 2021; 11:8946.
	Rüeger S, Fellay J, Zdobnov E, Breuer J, Morfopoulou S, Depledge D, Rauch A, Kahlert C, Günthard H, Cavassini M, Bernasconi E, Khanna N, Naret O, Lawless D, McLaren P, Loetscher A, Hammer C, Swiss HIV Cohort Study. The influence of human genetic variation on Epstein-Barr virus sequence diversity. Sci Rep 2021; 11:4586.
	Schoepf I, Tarr P, Fellay J, Günthard H, Kouyos R, Buvelot H, Cavassini M, Bernasconi E, Seneghini M, Thurnheer C, Marzolini C, Hasse B, Reiss P, Kootstra N, Raffenberg M, Engel T, Ledergerber B, Thorball C, Swiss HIV Cohort Study. Coronary Artery Disease-Associated and Longevity-Associated Polygenic Risk Scores for Prediction of Coronary Artery Disease Events in Persons Living With Human Immunodeficiency Virus: The Swiss HIV Cohort Study. Clin Infect Dis 2021; 73:1597-1604.
	Thorball C, Klimkait T, Yerly S, Battegay M, Rauch A, Schmid P, Bernasconi E, Cavassini M, Kouyos R, Günthard H, Metzner K, Fellay J, Perreau M, Böni J, Wieser M, Borghesi A, Bachmann N, Von Siebenthal C, Vongrad V, Turk T, Neumann K, Beerenwinkel N, Bogojeska J, Roth V, Kok Y, Parbhoo S, Swiss HIV Cohort Study. Host Genomics of the HIV-1 Reservoir Size and Its Decay Rate During Suppressive Antiretroviral Treatment. J Acquir Immune Defic Syndr 2020; 85:517-524.
	Dietrich L, Tarr P, Ledergerber B, Fellay J, Buvelot H, Darling K, Bernasconi E, Schmid P, Maja W, Thurnheer M, Hasse B, Burkhalter F, Ryom L, Thorball C, Swiss HIV Cohort Study. Rapid Progression of Kidney Dysfunction in Swiss People Living with HIV: Contribution of Polygenic Risk Score and D:A:D Clinical Risk Score. J Infect Dis 2020
	Wan C, Yerly S, Battegay M, Walti L, Calmy A, Vernazza P, Bernasconi E, Cavassini M, Metzner K, Günthard H, Kouyos R, Klimkait T, Perreau M, Böni J, Bachmann N, Mitov V, Blanquart F, Céspedes S, Turk T, Neumann K, Beerenwinkel N, Bogojeska J, Fellay J, Roth V, Swiss HIV Cohort Study. Heritability of the HIV-1 reservoir size and decay under long-term suppressive ART. Nat Commun 2020; 11:5542.
	Thorball C, Klimkait T, Yerly S, Battegay M, Rauch A, Schmid P, Bernasconi E, Cavassini M, Kouyos R, Günthard H, Metzner K, Fellay J, Perreau M, Böni J, Wieser M, Borghesi A, Bachmann N, Von Siebenthal C, Vongrad V, Turk T, Neumann K, Beerenwinkel N, Bogojeska J, Roth V, Kok Y, Parbhoo S, Swiss HIV Cohort Study. Host genomics of the HIV-1 reservoir size and its decay rate during suppressive antiretroviral treatment. J Acquir Immune Defic Syndr 2020
	Thorball C, Rauch A, Battegay M, Hoffmann M, Schmid P, Bernasconi E, Günthard H, Mohammadi P, McLaren P, Rabkin C, Besson C, Cavassini M, Theodorou I, Oudot-Mellakh T, Ehsan N, Hammer C, Santoni F, Niay J, Costagliola D, Goujard C, Meyer L, Wang S, Hussain S, Fellay J. Genetic variation near CXCL12 is associated with susceptibility to HIV-related non-Hodgkin lymphoma. Haematologica 2020
	Borghesi A, Kuehni C, Thorball C, Chaturvedi N, Martinon-Torres F, Kuijpers T, Coin L, Wright V, Herberg J, Levin M, Aebi C, Christoph B, Fellay J, Schlapbach L, Riedel T, Relly C, Trück J, Asgari S, Sancho-Shimizu V, Agyeman P, Bellos E, Giannoni E, Stocker M, Posfay-Barbe K, Heininger U, Bernhard-Stirnemann S, Niederer-Loher A, Kahlert C, Natalucci G, EUCLIDS consortium and the Swiss Paediatric Sepsis Study. Whole-exome sequencing for the identification of rare variants in primary immunodeficiency genes in children with sepsis - a prospective population-based cohort study. Clin Infect Dis 2020
	Bibert S, Bochud P, Cavassini M, Fellay J, Osthoff M, Kaiser L, Hoffmann M, Günthard H, Furrer H, Bernasconi E, Tarr P, Taffé P, Wójtowicz A, and the Swiss HIV Cohort Study. IFNL3/4 polymorphisms are associated with AIDS-related Kaposi's sarcoma. AIDS 2018
	Bertels F, Cavassini M, Calmy A, Bernasconi E, Schmid P, Scherrer A, Müller V, Bonhoeffer S, Kouyos R, Regoes R, Rauch A, Battegay M, Marzel A, Leventhal G, Mitov V, Fellay J, Günthard H, Böni J, Yerly S, Klimkait T, Aubert V, Swiss HIV Cohort Study. Dissecting HIV Virulence: Heritability of Setpoint Viral Load, CD4+ T-Cell Decline, and Per-Parasite Pathogenicity. Mol Biol Evol 2018; 35:27-37.
	Rusert P, Bernasconi E, Hoffmann M, Calmy A, Battegay M, Rauch A, Yerly S, Aubert V, Klimkait T, Böni J, Fellay J, Regoes R, Günthard H, Trkola A, Cavassini M, Kuster H, Kouyos R, Kadelka C, Ebner H, Schanz M, Huber M, Braun D, Hozé N, Scherrer A, Magnus C, Weber J, Uhr T, Cippa V, Thorball C. Determinants of HIV-1 broadly neutralizing antibody induction. Nat Med 2016
	Junier T, Fellay J, Weber R, Brun Del Re C, Bernasconi E, Fux C, Schmid P, Kovari H, Bartha I, Barcelo C, Ledergerber B, Biver E, Rotger M, Tarr P. Contribution of Genetic Background and Clinical Risk Factors to Low-Trauma Fractures in Human Immunodeficiency Virus (HIV)-Positive Persons: The Swiss HIV Cohort Study. Open Forum Infect Dis 2016; 3:ofw101.
	McLaren P, Hubaux J, Fellay J, Decosterd L, Di Benedetto C, Schmid P, Marzolini C, Doco-Lecompte T, Furrer H, Cavassini M, Günthard H, Vallet Y, Delgado M, Bartha I, Ayday E, Rotger M, Aouri M, Raisaro J, Telenti A. Privacy-preserving genomic testing in the clinic: a model using HIV treatment. Genet Med 2016; 18:814-22.
	Perkins M, Fellay J, Douek D, Telenti A, Battegay M, Calmy A, Hoffmann M, Bernasconi E, Hauser C, Günthard H, Wollinsky D, Liebner J, Timmer J, Bartha I, the Swiss HIV Cohort Study. The interplay between host genetic variation, viral replication and microbial translocation in untreated HIV-infected individuals. J Infect Dis 2015
	Regoes R, Fellay J, Telenti A, Rauch A, Hoffmann M, Günthard H, Calmy A, Bernasconi E, Battegay M, McLaren P. Disentangling human tolerance and resistance against HIV. PLoS Biol 2014; 12:e1001951.
	Hasse B, Ledergerber B, Weber R, Di Benedetto C, Fellay J, Calmy A, Battegay M, Hoffmann M, Furrer H, Fehr J, Walker A, Swiss HIV Cohort Study. Co-trimoxazole prophylaxis is associated with reduced risk of incident tuberculosis in participants in the Swiss HIV Cohort Study. Antimicrob Agents Chemother 2014; 58:2363-8.
	Bartha I, Yerly S, O'Brien S, Listgarten J, Pfeifer N, Lippert C, Fusi N, Kutalik Z, Allen T, Müller V, Harrigan P, Heckerman D, Telenti A, Klimkait T, Vernazza P, Bernasconi E, Carlson J, Brumme C, McLaren P, Brumme Z, John M, Haas D, Martinez-Picado J, Dalmau J, López-Galíndez C, Casado C, Rauch A, Günthard H, Fellay J. A genome-to-genome analysis of associations between human genetic variation, HIV-1 sequence diversity, and viral control. Elife 2013; 2:e01123.
	Pillai S, Wong J, Günthard H, Ledergerber B, Bernasconi E, Bregenzer A, Hirschel B, Battegay M, Fellay J, Rauch A, Kovari H, Greene W, Yukl S, Fujimoto K, Monto A, Skasko M, Guatelli J, Abdel-Mohsen M, Swiss HIV Cohort Study. Role of retroviral restriction factors in the interferon-α-mediated suppression of HIV-1 in vivo. Proc Natl Acad Sci USA 2012; 109:3035-40.
	Rotger M, Miró J, Palou E, Hoffmann M, Massanella M, Blanco J, Woods M, Günthard H, de Bakker P, Douek D, Silvestri G, Martinez-Picado J, Hirschel B, Fellay J, Erkizia I, Dalmau J, Rauch A, McLaren P, Bosinger S, Martinez R, Sandler N, Roque A, Liebner J, Battegay M, Bernasconi E, Descombes P, Telenti A. Comparative transcriptomics of extreme phenotypes of human HIV-1 infection and SIV infection in sooty mangabey and rhesus macaque. J Clin Invest 2011; 121:2391-400.
	di Iulio J, Rauch A, Telenti A, Klenerman P, Barnes E, Hirschel B, Schmid P, Bernasconi E, Battegay M, Günthard H, Furrer H, Pulit S, Martinez R, Fellay J, Rotger M, Kelleher D, Fitzmaurice K, Ciuffi A, Swiss HIV Cohort Study. Estimating the net contribution of interleukin-28B variation to spontaneous hepatitis C virus clearance. Hepatology 2011; 53:1446-54.
	Keiser O, Furrer H, Telenti A, Rickenbach M, Vernazza P, Bernasconi E, Hirschel B, Hirsch H, Opravil M, Fellay J, Swiss HIV Cohort Study. Adverse events to antiretrovirals in the Swiss HIV Cohort Study: effect on mortality and treatment modification. Antiviral therapy 2007; 12:1157-64.
	Fellay J, Telenti A, Eap C, Vernazza P, Schinkel A, Ruiz L, Retelska D, Pantaleo G, Opravil M, Furrer H, Decosterd L, Chave J, Buclin T, Back D, Meaden E, Marzolini C, Swiss HIV Cohort Study. Response to antiretroviral treatment in HIV-1-infected individuals with allelic variants of the multidrug resistance transporter 1: a pharmacogenetics study. Lancet 2002; 359:30-6.

	Projects (0)

