
Daniel J Rader

Kontakt

Daniel J Rader

1

https://forschung.kssg.ch/en/personen/22954-daniel-j-rader/pdf
https://forschung.kssg.ch/en/personen/22954-daniel-j-rader/pdf


 Publikationen (2)

Kousathanas A, Pairo-Castineira E, Rawlik K, Stuckey A, Odhams C, Walker S, Russell C, Malinauskas T, Wu Y, Millar J,
Shen X, Elliott K, Griffiths F, Oosthuyzen W, Morrice K, Keating S, Wang B, Rhodes D, Klaric L, Zechner M, Parkinson
N, Siddiq A, Goddard P, Donovan S, Maslove D, Nichol A, Semple M, Zainy T, Maleady-Crowe F, Todd L, Salehi S,
Knight J, Elgar G, Chan G, Arumugam P, Patch C, Rendon A, Bentley D, Kingsley C, Kosmicki J, Horowitz J, Baras A,
Abecasis G, Ferreira M, Justice A, Mirshahi T, Oetjens M, Rader D, Ritchie M, Verma A, Fowler T, Shankar-Hari M,
Summers C, Hinds C, Horby P, Ling L, McAuley D, Montgomery H, Openshaw P, Elliott P, Walsh T, Tenesa A, Fawkes A,
Murphy L, Rowan K, Ponting C, Vitart V, Wilson J, Yang J, Bretherick A, Scott R, Hendry S, Moutsianas L, Law A,
Caulfield M, Baillie J, Albrich W. Whole-genome sequencing reveals host factors underlying critical COVID-19. Nature
2022; 607:97-103.

Sim X, Ridker P, Rich S, Renström F, Reiner A, Reilly D, Rauramaa R, Rasheed A, Rader D, Psaty B, Poulter N, Polasek
O, Pistis G, Rioux J, Robertson N, Shaffer C, Sevilla R, Sever P, Scott R, Schmidt E, Sattar N, Sanna S, Samani N,
Salomaa V, Rudan I, Rotter J, Roden D, Pisinger C, Peters A, Perola M, Neville M, Munroe P, Müller-Nurasyid M, Mulas
A, Morrison A, Morris A, Metspalu A, Melander O, Meigs J, Maschio A, Masca N, Marouli E, Nielsen J, Nielsen S,
Pedersen O, Patel A, Pasko D, Palmer C, Padmanabhan S, Muntendam P, Molony C, Orho-Melander M, O'Donnell C,
Mehran R, Ordovas J, Nordestgaard B, Mäntyselkä P, Kathiresan S, Zheng N, Zhang H, Zeggini E, Young R, Yaghootkar
H, Xu M, Wilson P, Wilson J, Wessel J, Weinstock J, Weeke P, Warren H, Zhang W, Zhang Y, Willer C, Musunuru K,
Deloukas P, Abecasis G, Cowan C, McCarthy M, Danesh J, Howson J, Zoledziewska M, Zhou Y, Zhou W, Wareham N,
Wang N, Waldenberger M, Stringham H, Strauch K, Stitziel N, Stirrups K, Starr J, Speliotes E, Spector T, Southam L,
Somayajula S, Smith B, Smith A, Small K, Surendran P, Tada H, Virtamo J, Varga T, Varbo A, van Zuydam N, Tybjaerg-
Hansen A, Tuomilehto J, Tsao P, Trompet S, Taylor K, Tardif J, Tang H, Tall A, Sivapalaratnam S, Frikke-Schmidt R,
Dedoussis G, Deary I, Davies G, Damrauer S, Cupples L, Cucca F, Connell J, Chu A, Christensen C, Chowdhury R,
Chen Y, Chen Y, Denny J, Dominiczak A, Frayling T, Franks P, Fornage M, Ford I, Ferrieres J, Ferrario M, Feitosa M,
Farmaki A, Esko T, Eiriksdottir G, Ebeling T, Dubé M, Chasman D, Chambers J, Caulfield M, Arveiler D, Di Angelantonio
E, Amouyel P, Alves A, Alam D, Emdin C, Saleheen D, Mahajan A, Wang X, Butterworth A, Yu H, Peloso G, Assimes T,
Auer P, Busonero F, Brown M, Brandslund I, Bottinger E, Bork-Jensen J, Boerwinkle E, Boehnke M, Bis J, Benn M,
Bang L, Ballantyne C, Baber U, Liu D, Manning A, Laakso M, Kuusisto J, Kuulasmaa K, Kooperberg C, Kooner J,
Koistinen H, Klarin D, Khera A, Kee F, Karpe F, Kanoni S, Kamstrup P, Lakka T, Langenberg C, Manichaikul A, Malarstig
A, Mägi R, Lu X, Lu Y, Loos R, Linneberg A, Lin L, Liewald D, Lauritzen T, Launer L, Langsted A, Justesen J, Jukema J,
Jørgensen M, Grove M, Groop L, Grarup N, Grallert H, Goodarzi M, Giulianini F, Gieger C, Garcia M, Gao W, Ganesh S,
Fuster V, Frossard P, Gudnason V, Hansen T, Jensen G, Jarvelin M, Jakobsdottir J, Jackson A, Jabeen S, Hveem K,
Huo Y, Huffman J, Holmen O, Hirschhorn J, Hayward C, Harris T, Fritsche L. Exome-wide association study of plasma
lipids in >300,000 individuals. Nat Genet 2017; 49:1758-1766.

2

https://forschung.kssg.ch/de/publikationen/11754-whole-genome-sequencing-reveals-host-factors-underlying-critical-covid-19
https://forschung.kssg.ch/de/publikationen/11754-whole-genome-sequencing-reveals-host-factors-underlying-critical-covid-19
https://forschung.kssg.ch/de/publikationen/11754-whole-genome-sequencing-reveals-host-factors-underlying-critical-covid-19
https://forschung.kssg.ch/de/publikationen/11754-whole-genome-sequencing-reveals-host-factors-underlying-critical-covid-19
https://forschung.kssg.ch/de/publikationen/11754-whole-genome-sequencing-reveals-host-factors-underlying-critical-covid-19
https://forschung.kssg.ch/de/publikationen/11754-whole-genome-sequencing-reveals-host-factors-underlying-critical-covid-19
https://forschung.kssg.ch/de/publikationen/11754-whole-genome-sequencing-reveals-host-factors-underlying-critical-covid-19
https://forschung.kssg.ch/de/publikationen/11754-whole-genome-sequencing-reveals-host-factors-underlying-critical-covid-19
https://forschung.kssg.ch/de/publikationen/11754-whole-genome-sequencing-reveals-host-factors-underlying-critical-covid-19
https://forschung.kssg.ch/de/publikationen/11754-whole-genome-sequencing-reveals-host-factors-underlying-critical-covid-19
https://forschung.kssg.ch/de/publikationen/11754-whole-genome-sequencing-reveals-host-factors-underlying-critical-covid-19
https://forschung.kssg.ch/de/publikationen/11754-whole-genome-sequencing-reveals-host-factors-underlying-critical-covid-19
https://forschung.kssg.ch/de/publikationen/11754-whole-genome-sequencing-reveals-host-factors-underlying-critical-covid-19
https://forschung.kssg.ch/de/publikationen/11754-whole-genome-sequencing-reveals-host-factors-underlying-critical-covid-19
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/de/publikationen/7724-exome-wide-association-study-of-plasma-lipids-in-300000-individuals
https://forschung.kssg.ch/en/personen/22954-daniel-j-rader/pdf
https://forschung.kssg.ch/en/personen/22954-daniel-j-rader/pdf


 Projekte (0)

Keine Resultate gefunden.

Kantonsspital St.Gallen Rorschacher Strasse 95 CH-9007 St.Gallen T: +41 71 494 11 11
 

support.forschung@kssg.ch
 

3

tel:+41714941111
tel:+41714941111
tel:+41714941111
mailto:support.forschung@kssg.ch
mailto:support.forschung@kssg.ch
mailto:support.forschung@kssg.ch
https://forschung.kssg.ch/en/personen/22954-daniel-j-rader/pdf
https://forschung.kssg.ch/en/personen/22954-daniel-j-rader/pdf

	Daniel J Rader
	Kontakt

	Publikationen (2)
	Kousathanas A, Pairo-Castineira E, Rawlik K, Stuckey A, Odhams C, Walker S, Russell C, Malinauskas T, Wu Y, Millar J, Shen X, Elliott K, Griffiths F, Oosthuyzen W, Morrice K, Keating S, Wang B, Rhodes D, Klaric L, Zechner M, Parkinson N, Siddiq A, Goddard P, Donovan S, Maslove D, Nichol A, Semple M, Zainy T, Maleady-Crowe F, Todd L, Salehi S, Knight J, Elgar G, Chan G, Arumugam P, Patch C, Rendon A, Bentley D, Kingsley C, Kosmicki J, Horowitz J, Baras A, Abecasis G, Ferreira M, Justice A, Mirshahi T, Oetjens M, Rader D, Ritchie M, Verma A, Fowler T, Shankar-Hari M, Summers C, Hinds C, Horby P, Ling L, McAuley D, Montgomery H, Openshaw P, Elliott P, Walsh T, Tenesa A, Fawkes A, Murphy L, Rowan K, Ponting C, Vitart V, Wilson J, Yang J, Bretherick A, Scott R, Hendry S, Moutsianas L, Law A, Caulfield M, Baillie J, Albrich W. Whole-genome sequencing reveals host factors underlying critical COVID-19. Nature 2022; 607:97-103.
	Sim X, Ridker P, Rich S, Renström F, Reiner A, Reilly D, Rauramaa R, Rasheed A, Rader D, Psaty B, Poulter N, Polasek O, Pistis G, Rioux J, Robertson N, Shaffer C, Sevilla R, Sever P, Scott R, Schmidt E, Sattar N, Sanna S, Samani N, Salomaa V, Rudan I, Rotter J, Roden D, Pisinger C, Peters A, Perola M, Neville M, Munroe P, Müller-Nurasyid M, Mulas A, Morrison A, Morris A, Metspalu A, Melander O, Meigs J, Maschio A, Masca N, Marouli E, Nielsen J, Nielsen S, Pedersen O, Patel A, Pasko D, Palmer C, Padmanabhan S, Muntendam P, Molony C, Orho-Melander M, O'Donnell C, Mehran R, Ordovas J, Nordestgaard B, Mäntyselkä P, Kathiresan S, Zheng N, Zhang H, Zeggini E, Young R, Yaghootkar H, Xu M, Wilson P, Wilson J, Wessel J, Weinstock J, Weeke P, Warren H, Zhang W, Zhang Y, Willer C, Musunuru K, Deloukas P, Abecasis G, Cowan C, McCarthy M, Danesh J, Howson J, Zoledziewska M, Zhou Y, Zhou W, Wareham N, Wang N, Waldenberger M, Stringham H, Strauch K, Stitziel N, Stirrups K, Starr J, Speliotes E, Spector T, Southam L, Somayajula S, Smith B, Smith A, Small K, Surendran P, Tada H, Virtamo J, Varga T, Varbo A, van Zuydam N, Tybjaerg-Hansen A, Tuomilehto J, Tsao P, Trompet S, Taylor K, Tardif J, Tang H, Tall A, Sivapalaratnam S, Frikke-Schmidt R, Dedoussis G, Deary I, Davies G, Damrauer S, Cupples L, Cucca F, Connell J, Chu A, Christensen C, Chowdhury R, Chen Y, Chen Y, Denny J, Dominiczak A, Frayling T, Franks P, Fornage M, Ford I, Ferrieres J, Ferrario M, Feitosa M, Farmaki A, Esko T, Eiriksdottir G, Ebeling T, Dubé M, Chasman D, Chambers J, Caulfield M, Arveiler D, Di Angelantonio E, Amouyel P, Alves A, Alam D, Emdin C, Saleheen D, Mahajan A, Wang X, Butterworth A, Yu H, Peloso G, Assimes T, Auer P, Busonero F, Brown M, Brandslund I, Bottinger E, Bork-Jensen J, Boerwinkle E, Boehnke M, Bis J, Benn M, Bang L, Ballantyne C, Baber U, Liu D, Manning A, Laakso M, Kuusisto J, Kuulasmaa K, Kooperberg C, Kooner J, Koistinen H, Klarin D, Khera A, Kee F, Karpe F, Kanoni S, Kamstrup P, Lakka T, Langenberg C, Manichaikul A, Malarstig A, Mägi R, Lu X, Lu Y, Loos R, Linneberg A, Lin L, Liewald D, Lauritzen T, Launer L, Langsted A, Justesen J, Jukema J, Jørgensen M, Grove M, Groop L, Grarup N, Grallert H, Goodarzi M, Giulianini F, Gieger C, Garcia M, Gao W, Ganesh S, Fuster V, Frossard P, Gudnason V, Hansen T, Jensen G, Jarvelin M, Jakobsdottir J, Jackson A, Jabeen S, Hveem K, Huo Y, Huffman J, Holmen O, Hirschhorn J, Hayward C, Harris T, Fritsche L. Exome-wide association study of plasma lipids in >300,000 individuals. Nat Genet 2017; 49:1758-1766.

	Projekte (0)

