Kantonsspital
St.Gallen

Katrin Hofbauer

Kontakt

Katrin Hofbauer


https://forschung.kssg.ch/en/personen/21563-katrin-hofbauer/pdf
https://forschung.kssg.ch/en/personen/21563-katrin-hofbauer/pdf

& Publikationen (5)

Dambacher J, Lohse P, Ochsenkiihn T, Géke B, Diebold J, Otte J, Tillack C, Konrad A, Hofbauer K, Pfennig S,
Schnitzler F, Sisic Z, Seiderer J, Staudinger T, Brand S. Macrophage migration inhibitory factor (MIF) -173G/C
promoter polymorphism influences upper gastrointestinal tract involvement and disease activity in patients with
Crohn's disease. Inflamm Bowel Dis 2007; 13:71-82.

Seiderer J, Lohse P, Goke B, Sackmann M, Tillack C, Dambacher J, Hofbauer K, Herrmann K, Pfennig S, Staudinger T,
Brand S, Schnitzler F, Ochsenkiihn T. Homozygosity for the CARD15 frameshift mutation 1007fs is predictive of early
onset of Crohn's disease with ileal stenosis, entero-enteral fistulas, and frequent need for surgical intervention with
high risk of re-stenosis. Scand J Gastroenterol 2006; 41:1421-32.

Schnitzler F, Ochsenkiihn T, Goke B, Tillack C, Seiderer J, Hofbauer K, Pfennig S, Staudinger T, Brand S, Lohse P.
Eight novel CARD15 variants detected by DNA sequence analysis of the CARD15 gene in 111 patients with
inflammatory bowel disease. Inmunogenetics 2006; 58:99-106.

Brand S, Ochsenkiihn T, G6ke B, Konrad A, Tillack C, Seiderer J, Pfennig S, Staudinger T, Schnitzler F, Dambacher J,
Hofbauer K, Lohse P. Increased expression of the chemokine fractalkine in Crohn's disease and association of the
fractalkine receptor T280M polymorphism with a fibrostenosing disease Phenotype. Am J Gastroenterol 2006;
101:99-106.

Brand S, Lohse P, Goke B, Crispin A, Konrad A, Tillack C, Seiderer J, Dambacher J, Hofbauer K, Pfennig S, Schnitzler
F, Staudinger T, Ochsenkiihn T. The role of Toll-like receptor 4 Asp299Gly and Thr399lle polymorphisms and CARD15/
NOD2 mutations in the susceptibility and phenotype of Crohn's disease. Inflamm Bowel Dis 2005; 11:645-52.


https://forschung.kssg.ch/de/publikationen/7528-macrophage-migration-inhibitory-factor-mif-173gc-promoter-polymorphism-influences-upper-gastrointestinal-tract-involvement-and-disease-activity-in-patients-with-crohns-disease
https://forschung.kssg.ch/de/publikationen/7528-macrophage-migration-inhibitory-factor-mif-173gc-promoter-polymorphism-influences-upper-gastrointestinal-tract-involvement-and-disease-activity-in-patients-with-crohns-disease
https://forschung.kssg.ch/de/publikationen/7528-macrophage-migration-inhibitory-factor-mif-173gc-promoter-polymorphism-influences-upper-gastrointestinal-tract-involvement-and-disease-activity-in-patients-with-crohns-disease
https://forschung.kssg.ch/de/publikationen/7528-macrophage-migration-inhibitory-factor-mif-173gc-promoter-polymorphism-influences-upper-gastrointestinal-tract-involvement-and-disease-activity-in-patients-with-crohns-disease
https://forschung.kssg.ch/de/publikationen/7528-macrophage-migration-inhibitory-factor-mif-173gc-promoter-polymorphism-influences-upper-gastrointestinal-tract-involvement-and-disease-activity-in-patients-with-crohns-disease
https://forschung.kssg.ch/de/publikationen/7528-macrophage-migration-inhibitory-factor-mif-173gc-promoter-polymorphism-influences-upper-gastrointestinal-tract-involvement-and-disease-activity-in-patients-with-crohns-disease
https://forschung.kssg.ch/de/publikationen/7528-macrophage-migration-inhibitory-factor-mif-173gc-promoter-polymorphism-influences-upper-gastrointestinal-tract-involvement-and-disease-activity-in-patients-with-crohns-disease
https://forschung.kssg.ch/de/publikationen/7528-macrophage-migration-inhibitory-factor-mif-173gc-promoter-polymorphism-influences-upper-gastrointestinal-tract-involvement-and-disease-activity-in-patients-with-crohns-disease
https://forschung.kssg.ch/de/publikationen/7528-macrophage-migration-inhibitory-factor-mif-173gc-promoter-polymorphism-influences-upper-gastrointestinal-tract-involvement-and-disease-activity-in-patients-with-crohns-disease
https://forschung.kssg.ch/de/publikationen/7513-homozygosity-for-the-card15-frameshift-mutation-1007fs-is-predictive-of-early-onset-of-crohns-disease-with-ileal-stenosis-entero-enteral-fistulas-and-frequent-need-for-surgical-intervention-with-high-risk-of-re-stenosis
https://forschung.kssg.ch/de/publikationen/7513-homozygosity-for-the-card15-frameshift-mutation-1007fs-is-predictive-of-early-onset-of-crohns-disease-with-ileal-stenosis-entero-enteral-fistulas-and-frequent-need-for-surgical-intervention-with-high-risk-of-re-stenosis
https://forschung.kssg.ch/de/publikationen/7513-homozygosity-for-the-card15-frameshift-mutation-1007fs-is-predictive-of-early-onset-of-crohns-disease-with-ileal-stenosis-entero-enteral-fistulas-and-frequent-need-for-surgical-intervention-with-high-risk-of-re-stenosis
https://forschung.kssg.ch/de/publikationen/7513-homozygosity-for-the-card15-frameshift-mutation-1007fs-is-predictive-of-early-onset-of-crohns-disease-with-ileal-stenosis-entero-enteral-fistulas-and-frequent-need-for-surgical-intervention-with-high-risk-of-re-stenosis
https://forschung.kssg.ch/de/publikationen/7513-homozygosity-for-the-card15-frameshift-mutation-1007fs-is-predictive-of-early-onset-of-crohns-disease-with-ileal-stenosis-entero-enteral-fistulas-and-frequent-need-for-surgical-intervention-with-high-risk-of-re-stenosis
https://forschung.kssg.ch/de/publikationen/7513-homozygosity-for-the-card15-frameshift-mutation-1007fs-is-predictive-of-early-onset-of-crohns-disease-with-ileal-stenosis-entero-enteral-fistulas-and-frequent-need-for-surgical-intervention-with-high-risk-of-re-stenosis
https://forschung.kssg.ch/de/publikationen/7513-homozygosity-for-the-card15-frameshift-mutation-1007fs-is-predictive-of-early-onset-of-crohns-disease-with-ileal-stenosis-entero-enteral-fistulas-and-frequent-need-for-surgical-intervention-with-high-risk-of-re-stenosis
https://forschung.kssg.ch/de/publikationen/7513-homozygosity-for-the-card15-frameshift-mutation-1007fs-is-predictive-of-early-onset-of-crohns-disease-with-ileal-stenosis-entero-enteral-fistulas-and-frequent-need-for-surgical-intervention-with-high-risk-of-re-stenosis
https://forschung.kssg.ch/de/publikationen/7513-homozygosity-for-the-card15-frameshift-mutation-1007fs-is-predictive-of-early-onset-of-crohns-disease-with-ileal-stenosis-entero-enteral-fistulas-and-frequent-need-for-surgical-intervention-with-high-risk-of-re-stenosis
https://forschung.kssg.ch/de/publikationen/7520-eight-novel-card15-variants-detected-by-dna-sequence-analysis-of-the-card15-gene-in-111-patients-with-inflammatory-bowel-disease
https://forschung.kssg.ch/de/publikationen/7520-eight-novel-card15-variants-detected-by-dna-sequence-analysis-of-the-card15-gene-in-111-patients-with-inflammatory-bowel-disease
https://forschung.kssg.ch/de/publikationen/7520-eight-novel-card15-variants-detected-by-dna-sequence-analysis-of-the-card15-gene-in-111-patients-with-inflammatory-bowel-disease
https://forschung.kssg.ch/de/publikationen/7520-eight-novel-card15-variants-detected-by-dna-sequence-analysis-of-the-card15-gene-in-111-patients-with-inflammatory-bowel-disease
https://forschung.kssg.ch/de/publikationen/7520-eight-novel-card15-variants-detected-by-dna-sequence-analysis-of-the-card15-gene-in-111-patients-with-inflammatory-bowel-disease
https://forschung.kssg.ch/de/publikationen/7520-eight-novel-card15-variants-detected-by-dna-sequence-analysis-of-the-card15-gene-in-111-patients-with-inflammatory-bowel-disease
https://forschung.kssg.ch/de/publikationen/7520-eight-novel-card15-variants-detected-by-dna-sequence-analysis-of-the-card15-gene-in-111-patients-with-inflammatory-bowel-disease
https://forschung.kssg.ch/de/publikationen/7520-eight-novel-card15-variants-detected-by-dna-sequence-analysis-of-the-card15-gene-in-111-patients-with-inflammatory-bowel-disease
https://forschung.kssg.ch/de/publikationen/7516-increased-expression-of-the-chemokine-fractalkine-in-crohns-disease-and-association-of-the-fractalkine-receptor-t280m-polymorphism-with-a-fibrostenosing-disease-phenotype
https://forschung.kssg.ch/de/publikationen/7516-increased-expression-of-the-chemokine-fractalkine-in-crohns-disease-and-association-of-the-fractalkine-receptor-t280m-polymorphism-with-a-fibrostenosing-disease-phenotype
https://forschung.kssg.ch/de/publikationen/7516-increased-expression-of-the-chemokine-fractalkine-in-crohns-disease-and-association-of-the-fractalkine-receptor-t280m-polymorphism-with-a-fibrostenosing-disease-phenotype
https://forschung.kssg.ch/de/publikationen/7516-increased-expression-of-the-chemokine-fractalkine-in-crohns-disease-and-association-of-the-fractalkine-receptor-t280m-polymorphism-with-a-fibrostenosing-disease-phenotype
https://forschung.kssg.ch/de/publikationen/7516-increased-expression-of-the-chemokine-fractalkine-in-crohns-disease-and-association-of-the-fractalkine-receptor-t280m-polymorphism-with-a-fibrostenosing-disease-phenotype
https://forschung.kssg.ch/de/publikationen/7516-increased-expression-of-the-chemokine-fractalkine-in-crohns-disease-and-association-of-the-fractalkine-receptor-t280m-polymorphism-with-a-fibrostenosing-disease-phenotype
https://forschung.kssg.ch/de/publikationen/7516-increased-expression-of-the-chemokine-fractalkine-in-crohns-disease-and-association-of-the-fractalkine-receptor-t280m-polymorphism-with-a-fibrostenosing-disease-phenotype
https://forschung.kssg.ch/de/publikationen/7516-increased-expression-of-the-chemokine-fractalkine-in-crohns-disease-and-association-of-the-fractalkine-receptor-t280m-polymorphism-with-a-fibrostenosing-disease-phenotype
https://forschung.kssg.ch/de/publikationen/7516-increased-expression-of-the-chemokine-fractalkine-in-crohns-disease-and-association-of-the-fractalkine-receptor-t280m-polymorphism-with-a-fibrostenosing-disease-phenotype
https://forschung.kssg.ch/de/publikationen/7511-the-role-of-toll-like-receptor-4-asp299gly-and-thr399ile-polymorphisms-and-card15nod2-mutations-in-the-susceptibility-and-phenotype-of-crohns-disease
https://forschung.kssg.ch/de/publikationen/7511-the-role-of-toll-like-receptor-4-asp299gly-and-thr399ile-polymorphisms-and-card15nod2-mutations-in-the-susceptibility-and-phenotype-of-crohns-disease
https://forschung.kssg.ch/de/publikationen/7511-the-role-of-toll-like-receptor-4-asp299gly-and-thr399ile-polymorphisms-and-card15nod2-mutations-in-the-susceptibility-and-phenotype-of-crohns-disease
https://forschung.kssg.ch/de/publikationen/7511-the-role-of-toll-like-receptor-4-asp299gly-and-thr399ile-polymorphisms-and-card15nod2-mutations-in-the-susceptibility-and-phenotype-of-crohns-disease
https://forschung.kssg.ch/de/publikationen/7511-the-role-of-toll-like-receptor-4-asp299gly-and-thr399ile-polymorphisms-and-card15nod2-mutations-in-the-susceptibility-and-phenotype-of-crohns-disease
https://forschung.kssg.ch/de/publikationen/7511-the-role-of-toll-like-receptor-4-asp299gly-and-thr399ile-polymorphisms-and-card15nod2-mutations-in-the-susceptibility-and-phenotype-of-crohns-disease
https://forschung.kssg.ch/de/publikationen/7511-the-role-of-toll-like-receptor-4-asp299gly-and-thr399ile-polymorphisms-and-card15nod2-mutations-in-the-susceptibility-and-phenotype-of-crohns-disease
https://forschung.kssg.ch/de/publikationen/7511-the-role-of-toll-like-receptor-4-asp299gly-and-thr399ile-polymorphisms-and-card15nod2-mutations-in-the-susceptibility-and-phenotype-of-crohns-disease
https://forschung.kssg.ch/en/personen/21563-katrin-hofbauer/pdf
https://forschung.kssg.ch/en/personen/21563-katrin-hofbauer/pdf

B Projekte (0)

Keine Resultate gefunden.

Kantonsspital St.Gallen Rorschacher Strasse 95 CH-9007 St.Gallen T +4171494 11 11 support.forschung@kssg.ch


tel:+41714941111
tel:+41714941111
tel:+41714941111
mailto:support.forschung@kssg.ch
mailto:support.forschung@kssg.ch
mailto:support.forschung@kssg.ch
https://forschung.kssg.ch/en/personen/21563-katrin-hofbauer/pdf
https://forschung.kssg.ch/en/personen/21563-katrin-hofbauer/pdf

	Katrin Hofbauer
	Kontakt

	Publikationen (5)
	Dambacher J, Lohse P, Ochsenkühn T, Göke B, Diebold J, Otte J, Tillack C, Konrad A, Hofbauer K, Pfennig S, Schnitzler F, Sisic Z, Seiderer J, Staudinger T, Brand S. Macrophage migration inhibitory factor (MIF) -173G/C promoter polymorphism influences upper gastrointestinal tract involvement and disease activity in patients with Crohn's disease. Inflamm Bowel Dis 2007; 13:71-82.
	Seiderer J, Lohse P, Göke B, Sackmann M, Tillack C, Dambacher J, Hofbauer K, Herrmann K, Pfennig S, Staudinger T, Brand S, Schnitzler F, Ochsenkühn T. Homozygosity for the CARD15 frameshift mutation 1007fs is predictive of early onset of Crohn's disease with ileal stenosis, entero-enteral fistulas, and frequent need for surgical intervention with high risk of re-stenosis. Scand J Gastroenterol 2006; 41:1421-32.
	Schnitzler F, Ochsenkühn T, Göke B, Tillack C, Seiderer J, Hofbauer K, Pfennig S, Staudinger T, Brand S, Lohse P. Eight novel CARD15 variants detected by DNA sequence analysis of the CARD15 gene in 111 patients with inflammatory bowel disease. Immunogenetics 2006; 58:99-106.
	Brand S, Ochsenkühn T, Göke B, Konrad A, Tillack C, Seiderer J, Pfennig S, Staudinger T, Schnitzler F, Dambacher J, Hofbauer K, Lohse P. Increased expression of the chemokine fractalkine in Crohn's disease and association of the fractalkine receptor T280M polymorphism with a fibrostenosing disease Phenotype. Am J Gastroenterol 2006; 101:99-106.
	Brand S, Lohse P, Göke B, Crispin A, Konrad A, Tillack C, Seiderer J, Dambacher J, Hofbauer K, Pfennig S, Schnitzler F, Staudinger T, Ochsenkühn T. The role of Toll-like receptor 4 Asp299Gly and Thr399Ile polymorphisms and CARD15/NOD2 mutations in the susceptibility and phenotype of Crohn's disease. Inflamm Bowel Dis 2005; 11:645-52.

	Projekte (0)

